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Abstract (en)
[origin: WO2009097626A2] The disclosure provides methods of generating paired reads in sequencing-by-synthesis process, particularly, in systems
with relatively short read lengths (e.g., 15-35 bases), such as for example, in single molecule sequencing by synthesis. Several implementations
of the methods are provided. Of particular advantage are the methods that permit re-sequencing of the template, which yields lower error rates.
The invention further provides methods of using paired reads, for example, for positioning them over repeats or for assembly into large sequences,
including whole genome assembly.
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