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Abstract (en)
A method for manufacturing synthetic genes and combinatorial DNA and protein libraries, termed here Divide and Conquer-DNA synthesis (D&C-
DNA synthesis) method. The method can be used in a systematic and automated way to synthesize any long DNA molecule and, more generally,
any combinatorial molecular library having the mathematical property of being a regular set of strings. The D&C-DNA synthesis method is an
algorithm design paradigm that works by recursively breaking down a problem into two or more sub-problems of the same type. The division of
long DNA sequences is done in silico. The assembly of the sequence is done in vitro. The D&C-DNA synthesis method protocol consists of a tree,
in which each node represents an intermediate sequence. The internal nodes are created in elongation reactions from their daughter nodes, and
the leaves are synthesized directly. After each elongation only one DNA strand passes to the next level in the tree until receiving the final product.
Optionally and preferably, error correction is performed to correct any errors which may have occurred during the synthetic process.
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