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Abstract (en)
[origin: WO2018094291A1] Disclosed are systems and methods for whole-genome replacement through a massively multiplexed homologous
template repair process. Disclosed aspects include a method of substantially changing a DNA sequence of an organism, the method including one
or more of the following steps: determining a desired DNA sequence, the desired DNA sequence being a DNA sequence to which it is desired
that the DNA sequence of the organism be substantially changed; preparing a treatment configured to cause the organism DNA sequence to be
substantially changed to the desired DNA sequence; applying the treatment to the organism; wherein the treatment is configured to cause the
organism DNA sequence to be substantially changed to the desired DNA sequence by causing, at each of multiple sites in the organism DNA
sequence, genetic code at the site to be substantially changed to genetic code at a corresponding site in the desired DNA sequence; each of
the multiple sites in the organism DNA sequence is a respective sub-sequence of the organism DNA sequence; applying the treatment includes
delivering to the organism at least one dose; and each dose includes respective change agent material that causes the changing of the genetic code
at a respective plurality of the multiple sites. In certain embodiments, the DNA sequence of the organism is a whole-genome DNA sequence of the
organism, and the desired DNA sequence is substantially the organism's germline whole-genome DNA sequence, an intentionally modified version
of the organism's germline whole-genome DNA sequence, or a whole-genome DNA sequence of another organism.
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