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Abstract (en)
[origin: WO2018126033A1] Methods, apparatuses, and systems for analyzing microorganism strains in complex heterogeneous communities,
determining functional relationships and interactions thereof, and diagnostics and biostate management based thereon are disclosed. Methods for
diagnostics, analytics, and treatments of states and state aberrations/deviations, including treatments, such as bioreactive modificators, such as
bioreactive modificators comprising synthetic microbial ensembles, are also disclosed.
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