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Abstract (en)
A method for determining a quantity of an analyte in a liquid sample, comprises: adding a known quantity of an internal standard comprising an
isotopically labeled version of the analyte to the sample; (b) providing a continuous stream of the sample having the internal standard to an inlet
of a Liquid Chromatography Mass Spectrometry (LCMS) system; and repeatedly performing the steps of: performing a data-independent analysis
of the precursor ion species using a mass analyzer, whereby mass spectra of a plurality of fragment-ion species are acquired; calculating one or
more degree-of-matching scores that relate to either a number of ions of the internal standard that overlap between results of the data-independent
analysis and tabulated mass spectral data of the internal standard; and performing quantitative tandem mass spectrometric analyses of the internal
standard and the analyte if each of the degree-of-matching scores meets a respective degree-of-matching condition.

IPC 8 full level
G01N 30/72 (2006.01)

CPC (source: EP US)
G01N 30/7233 (2013.01 - US); G01N 30/8637 (2013.01 - US); G01N 30/8641 (2013.01 - US); G01N 30/8675 (2013.01 - EP US);
G01N 30/8679 (2013.01 - EP); G01N 33/6848 (2013.01 - US); H01J 49/004 (2013.01 - US); H01J 49/4265 (2013.01 - US);
G01N 30/7233 (2013.01 - EP); G01N 2030/8831 (2013.01 - EP); G01N 2458/15 (2013.01 - EP US); G01N 2570/00 (2013.01 - US)

Citation (applicant)
• US 201916527990 A 20190731
• US 9625470 B2 20170418 - COON JOSHUA JACQUES [US], et al
• US 10566178 B2 20200218 - LEMOINE JEROME [FR]
• WO 2017093861 A1 20170608 - DH TECHNOLOGIES DEV PTE LTD [SG], et al
• US 7943899 B2 20110517 - SENKO MICHAEL W [US]
• SANGHVI: "Demonstration of automated on-the-fly retention time updating and SRM method visualization for targeted peptide quantitation",

PROCEEDINGS OF THE 64TH ASMS CONFERENCE ON MASS SPECTROMETRY AND ALLIED TOPICS. SAN ANTONIO, TEXAS, 5 June 2016
(2016-06-05)

• BAILEY, DEREK J.MOLLY T. MCDEVITTMICHAEL S. WESTPHALLDAVID J. PAGLIARINIJOSHUA J. COON: "Intelligent data acquisition blends
targeted and discovery methods", JOURNAL OF PROTEOME RESEARCH, vol. 13, no. 4, 2014, pages 2152 - 2161, XP055275486, DOI: 10.1021/
pr401278j

• GALLIEN: "Highly multiplexed targeted proteomics using precise control of peptide retention time", PROTEOMICS, vol. 12, no. 8, April 2012
(2012-04-01), pages 1122 - 33

• GALLIEN, SEBASTIENSANG YOON KIMBRUNO DOMON: "Large-scale targeted proteomics using internal standard triggered-parallel reaction
monitoring (IS-PRM", MOLECULAR & CELLULAR PROTEOMICS, vol. 14, no. 6, 2015, pages 1630 - 1644, XP055334360, DOI: 10.1074/
mcp.O114.043968

• PEISL, LOULOUEMMA L. SCHYMANSKIPAUL WILMES: "Dark matter in host-microbiome metabolomics: tackling the unknowns-a review",
ANALYTICA CHIMICA ACTA, vol. 1037, 2018, pages 13 - 27, XP085495402, DOI: 10.1016/j.aca.2017.12.034

• A. THOMPSON ET AL.: "Tandem Mass Tags: A Novel Quantification Strategy for Comparative Analysis of Complex Protein Mixtures by MS/MS",
ANAL. CHEM., vol. 75, 2003, pages 1895 - 1904, XP002328688, DOI: 10.1021/ac0262560

• GILLET ET AL.: "Targeted Data Extraction of the MS/MS Spectra Generated by Data-independent Acquisition: A New Concept for Consistent and
Accurate Proteome Analysis", MOL. CELL. PROTEOMICS, vol. 11, no. 6, 2012, XP055471043, DOI: 10.1074/mcp.O111.016717

Designated contracting state (EPC)
AL AT BE BG CH CY CZ DE DK EE ES FI FR GB GR HR HU IE IS IT LI LT LU LV MC MK MT NL NO PL PT RO RS SE SI SK SM TR

DOCDB simple family (publication)
EP 3901628 A1 20211027; EP 3901628 B1 20240501; EP 4343322 A2 20240327; EP 4343322 A3 20240626; US 11493487 B2 20221108;
US 11933770 B2 20240319; US 2021333249 A1 20211028; US 2023408463 A1 20231221

DOCDB simple family (application)
EP 21169577 A 20210421; EP 24157440 A 20210421; US 202016856987 A 20200423; US 202218052003 A 20221102

https://worldwide.espacenet.com/patent/search?q=pn%3DEP4343322A2?&section=Biblio&called_by=GPI
https://register.epo.org/application?number=EP24157440&lng=en&tab=main
http://www.wipo.int/ipcpub/?level=a&lang=en&symbol=G01N0030720000&priorityorder=yes&refresh=page&version=20060101
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/7233
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/8637
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/8641
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/8675
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/8679
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N33/6848
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=H01J49/004
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=H01J49/4265
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N30/7233
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N2030/8831
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N2458/15
http://worldwide.espacenet.com/classification?locale=en_EP#!/CPC=G01N2570/00

