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Description

BACKGROUND

[0001] Hepatocyte growth factor (HGF) is a growth factor that can be found in human serum. The HGF receptor (HGFR)
has been identified as the product of the c-Met proto-oncogene. See, e.g., Bottaro et al., Science, 251:802-804 (1991);
Naldini et al., Oncogene, 6:501-504 (1991); WO 92/13097; and WO 93/15754.
WO 02/29087 describes a method for inducing formation of new lymphatic vessels in a mammal by administering an
effective amount of vascular endothelial growth factor (VEGF) or an effective fragment thereof sufficient to form new
vessels.

SUMMARY OF THE INVENTION

[0002] The present invention relates generally to a therapeutically effective amount of an agonist of hepatocyte growth
factor (HGF) receptor for use in increasing lymphatic vessel formation in a subject as part of a therapeutic treatment
method, wherein the agonist is selected from the group consisting of a HGF polypeptide or a biologically active fragment
thereof, and a nucleic acid encoding a HGF polypeptide or a biologically active fragment thereof, wherein the HGF
polypeptide is at least 80% identical to any of SEQ ID NOs: 1-4 or any naturally occurring variant of HGF, and the
biologically active fragment is a fragment of SEQ ID NOs: 1-4 or any naturally occurring variant of HGF and has agonist
activity for an HGF receptor.
In one embodiment, the composition for use according to the present invention is the HGF polypeptide or the biologically
active fragment thereof. In a preferred embodiment, the HGF polypeptide is a human HGF polypeptide or the biologically
active fragment is a biologically active fragment of a human HGF polypeptide.
[0003] In a further embodiment, the human HGF polypeptide is a processed, mature human HGF polypeptide. Pref-
erably, the processed, mature human HGF polypeptide comprises:

an a subunit consisting of amino acids 55 to 494 of SEQ ID NO: 1; and
a β subunit consisting of amino acids 495 to 728 of SEQ ID NO: 1.

[0004] In another embodiment of the present invention the agonist is the nucleic acid encoding the HGF polypeptide
or the biologically active fragment thereof. In a preferred embodiment, the agonist is a nucleic acid encoding human
HGF polypeptide or a biologically active fragment of a human HGF polypeptide. In a further preferred embodiment, the
nucleic acid encodes a polypeptide that is at least 90%, at least 92%, at least 94%, at least 96%, at least 98%, or at
least 99%, or 100% identical to SEQ ID NO: 1.
[0005] In one embodiment of the present invention the agonist is formulated for intravenous, subcutaneous, intramus-
cular, or intraperitoneal injection. In a preferred embodiment, the agonist is formulated for subcutaneous injection.
[0006] In another embodiment of the present invention, the agonist is formulated for topical administration.
[0007] In one embodiment of the present invention the agonist is formulated as a pharmaceutical composition that
includes a pharmaceutically acceptable carrier. In another embodiment of the present invention the subject is human.

SUMMARY

[0008] The following relates to disclosure and is not part of the invention.
[0009] We describe herein a method of treating a subject having an unwanted skin condition, e.g., a condition that
impairs skin structure. The method includes administering, to the subject, a therapeutically effective amount of an
HGF/HGFR modulator. In one aspect, we describe the use of a therapeutically effective amount of an HGF/HGFR
modulator (e.g., an agonist or antagonist) in the preparation of a medicament.
[0010] In one aspect the modulator is an HGF/HGFR agonist. An HGF/HGFR agonist is an agent that directly or
indirectly increases HGF/HGFR activity in the subject.
[0011] The agonist can be used to treat a condition or in the preparation of a medicament for the treatment of a
condition in which increased lymphatic vessel formation is desired. Such conditions included lymphedema, e.g., acquired
lymphedema. Examples of acquired lymphedema include lymphedema acquired after surgery or radiation therapy or
lymphedema caused at least in part by an infection, e.g., by a pathogen, e.g., an infection such as filariasis. Other
conditions in which increased lymphatic vessel formation is desired include aged skin or damaged skin, e.g., UVB-
damaged skin. Still other conditions include those caused in part by a genetic or environmental factor, e.g., ultraviolet
radiation. For example, the condition is epidennolysis, e.g., epidennolysis caused by aging or excessive exposure to
ultra-violet light.
[0012] Many HGF/HGFR agonists increase HGFR signalling activity. Examples of HGF/HGFR agonists include a
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protein that includes a hepatocyte growth factor polypeptide (e.g., as modified into its mature heterodimeric form) or a
biologically active fragment or analog thereof, a nucleic acid encoding a hepatocyte growth factor or a biologically active
fragment or analog thereof. Other proteins and molecules, e.g., antibodies and small molecules, can also be used
increase HGFR activity. For example, antibodies that bind, and optionally crosslink (e.g., dimerize) HGFR can be used
to HGFR activity.
[0013] For example, the unwanted condition is an inflammatory or autoimmune skin disorder (e.g., psoriasis), or
rosacea dermatosis. A therapeutically effective amount of an HGF/HGFR agonist can be used in the preparation of a
medicament for the treatment of such an inflammatory or autoimmune skin disorder or rosacea dermatosis.
[0014] In one aspect, the modulator is an HGF/HGFR antagonist. An HGF/HGFR antagonist is an agent that directly
or indirectly decreases HGF/HGFR activity in a cell or in the subject. Antagonists include nucleic acids and proteins,
e.g., antibodies or soluble HGF receptor fragments. For example, the antagonist can be a protein that interacts with
HGF and, e.g., reduces HGF binding affinity to cell surface HGFR. For example, the protein can be (i) an antibody that
recognizes HGF or HGFR, or (ii) a protein that includes a extracellular region of the HGFR, e.g., a soluble HGF receptor
(e.g., fused to an Fc domain). Examples of antagonists include: a nucleic acid molecule that can bind or otherwise inhibit
HGF mRNA, e.g., mRNA production, processing, or translation. Still other antagonists include: a dominant negative
HGF protein or fragment thereof and an agent which decreases HGF nucleic acid expression (e.g., an artificial tran-
scription factor or nucleic acid encoding an artificial transcription factor).
[0015] In some implementations, the modulator decreases the endogenous level of HGF or HGFR.
[0016] In one aspect, we describe a method of treating a subject who has or is at risk for a neoplastic disorder, e.g.,
a metastatic cancer, particularly one that includes cell metastasis within lymph vessels or a cancer that has the potential
to metastasize to lymph nodes. The method includes administering, to the subject, a therapeutically effective amount
of an HGF/HGFR antagonist that decreases HGF/HGFR activity in the subject. A therapeutically effective amount of an
HGF/HGFR antagonist can be used in the preparation of a medicament for the treatment of a subject who has or is at
risk for a neoplastic disorder, e.g., a metastatic cancer.
[0017] Antagonists include nucleic acids and proteins, e.g., antibodies or soluble HGF receptor fragments. For example,
the antagonist can be a protein or other agent that interacts with HGF and, e.g., reduces HGF binding affinity to cell
surface HGFR. For example, the protein can be an antibody HGF or a extracellular region of the HGFR, e.g., a soluble
HGF receptor. Examples of antagonists include: a nucleic acid molecule that can bind or otherwise inhibit HGF mRNA,
e.g., mRNA production, processing, or translation. Still other antagonists include: a dominant negative HGF protein or
fragment thereof and an agent which decreases HGF nucleic acid expression (e.g., an artificial transcription factor or
nucleic acid encoding an artificial transcription factor).
[0018] In another aspect, the disclosure features a method of treating a subject who has or is at risk for a neoplastic
disorder, e.g., a metastatic cancer, particularly one that includes cell metastasis within lymph vessels or a cancer that
has the potential to metastasize to lymph nodes. The method includes administering, to the subject, a therapeutically
effective amount of an α9 integrin antagonist that decreases α9 integrin activity in the subject. For example, the antagonist
is a protein or other agent that interacts with α9 integrin or a counterpart integrin beta subunit and, e.g., reduces integrin
binding affinity to cells. For example, the protein can be an antibody to α9 integrin or a counterpart integrin beta subunit
or a extracellular region of an α9 integrin receptor. A therapeutically effective amount of an α9 integrin antagonist can
be used in the preparation of a medicament for the treatment of a subject who has or is at risk for a neoplastic disorder,
e.g., a metastatic cancer.
[0019] Examples of antagonists include: a nucleic acid molecule that can bind or otherwise inhibit α9 integrin mRNA,
e.g., mRNA production, processing, or translation. Still other antagonists include: a dominant negative α9 integrin protein
or fragment thereof and an agent which decreases α9 integrin nucleic acid expression (e.g., an artificial transcription
factor or nucleic acid encoding an artificial transcription factor).
[0020] In still another aspect, we describe a method of evaluating a cell or a subject (e.g., using cells obtained from
the subject). The method includes evaluating integrin α9 and stanniocalcin 1 mRNA or protein expression in the cell or
in cells from the subject. The method can be used to evaluate HGF activity in the subject. For example, the cell or cells
obtained from the subject include endothelial cells, e.g., lymph endothelial cells (LEC). The cell or subject can be treated,
e.g., before, during, or after the evaluating, with an agent described herein, e.g., an agonist or antagonist of HGF/HGFR.
The method can be used to monitor a subject who has or is at risk for a disorder described herein and who may be
treated with an agent described herein.
[0021] In another aspect, we describe a method of identifying a compound that modulates lymphatic endothelial cell
activity, e.g., proliferation or migration. The method includes: providing a cell or organism in which HGF/HGFR activity
can be monitored; contacting the cell or organism with a test compound; and evaluating HGF/HGFR activity in the cell
or organism. For example, the cell includes a reporter of HGF/HGFR activity or an organism that comprises such a cell.
HGF/HGFR activity can be evaluated by assaying, e.g., protein or mRNA expression or reporter activity. A change in
reporter activity or other relevant parameter, for example, indicates a change in HGF/HGFR activity. The method can
further include evaluating the effect of the test compound on cell proliferation or cell migration, e.g., lymphatic endothelial
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cell proliferation or migration.
[0022] In one aspect, the reporter is a gene that comprises a sequence encoding a detectable protein and an operably
linked promoter that includes a region of the promoter of the HGF or HGF-R gene, e.g. region from the transcription
start site to a position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000 bases upstream, from the initiator MET
codon to a position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000 bases upstream, or from the TATA box to a
position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000 bases upstream.
[0023] The cell or organism is generally mammalian, e.g., human or non-human, e.g., mouse, rat, hamster, guinea
pig, monkey and so forth.
[0024] In another aspect, we describe a method of identifying a compound that modulates endothelial cell activity, for
example, a compound that inhibits hepatocyte growth factor-dependent lymphatic endothelial cell proliferation or migra-
tion. The method includes: providing an endothelial cell (e.g., a lymphatic endothelial cell) expressing a hepatocyte
growth factor receptor; contacting the endothelial cell with hepatocyte growth factor and a test compound; and evaluating
the cell, e.g., for a property, e.g., a property regulated by HGF/HGFR, such as proliferation or migration. For example,
the method can include determining whether proliferation or migration of the lymphatic endothelial cell is altered in the
presence of the test compound. A decrease in proliferation or migration can indicate that the test compound inhibits
hepatocyte growth factor-dependent lymphatic endothelial cell proliferation.
[0025] The endothelial cell can be a mammalian cell, e.g., a mouse, rat, rabbit, hamster, or human cell. The cell can
be cultured or isolated; for example, the cell is from a cell line or a primary cell. In one aspect, the cell expresses Prox1
and the hyaluronan receptor LYVE-1.
[0026] The method can include evaluating the test compound in the presence of another HGF/HGFR pathway mod-
ulator, e.g., in the presence of a protein that includes soluble HGF, a protein that includes a soluble extracellular domain
of HGFR, or antibody to HGF or HGFR.
[0027] The method can include evaluating tyrosine phosphorylation of the hepatocyte growth factor receptor, e.g., to
determine if the test compound causes a decrease. In one aspect, the lymphatic endothelial cell expresses a recombinant
hepatocyte growth factor receptor or a mutant thereof.
[0028] The method can further include administering the test compound to an organism, e.g., a human or non-human
mammal. The method can further include formulating a test compound or a modified test compound that retains the
biological activity of the test compound as a pharmaceutical composition, e.g., by combining the compound with a
pharmaceutically acceptable carrier.
[0029] In still another aspect, we describe a method for evaluating a test compound, e.g., a compound that is topically
applied to a test organism, e.g., a transgenic organism that includes a reporter of HGF/HGFR pathway activity. The
method includes contacting a test compound to the test organism and evaluating HGF/HGFR pathway activity. For
example, the evaluating can include evaluating protein or mRNA expression of HGF, HGFR, or a gene or gene product
that is regulated by HGFR, e.g., α9 integrin or stanniocalcin 1. The method can also include evaluating the test compound
in the presence of another HGF/HGFR pathway modulator, e.g., in the presence of a protein that includes soluble HGF,
a protein that includes a soluble extracellular domain of HGFR, or antibody to HGF or HGFR.
[0030] In one aspect described herein, the reporter is a gene that includes a sequence encoding a detectable protein
and an operably linked promoter that includes a region of the promoter of the HGF, HGFR, α9 integrin or stanniocalcin
1 gene, e.g. region from the transcription start site to a position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000
bases upstream, from the initiator MET codon to a position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000 bases
upstream, or from the TATA box to a position at least 100, 200, 300, 500, 800, 1000, 2000, or 5000 bases upstream.
The method can also include evaluating two or more such reporters.
[0031] The method can include selecting a test compound (e.g., from a library of test compounds), if it increases or
decreases HGF/HGFR pathway activity. A selected test compound can formulated, e.g., a pharmaceutical composition,
e.g., suitable for topical administration or other route of administration. The method can further include administering
the pharmaceutical composition to a subject, e.g., a subject having or at risk for a disorder described herein.
[0032] The details of one or more embodiments of the invention or other aspects described herein are set forth in the
accompanying drawings and the description below. Other features, objects, and advantages of the invention will be
apparent from the description and drawings, and from the claims.

DESCRIPTION OF DRAWINGS

[0033]

FIG. 1 shows quantitative RT-PCR data for lymphatic cell lineage marker mRNA levels and quantitative RT-PCR
and immunoblot assays for HGFR mRNA and protein, respectively.
FIG. 2 shows dual immunofluorescence staining for the lymphatic marker LYVE-1 (green) and for HGFR (red), in
lymphatic vessels.
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FIG. 3 shows dual immunofluorescence for the lymphatic marker LYVE-1 (green) and HGFR (red) in endothelial
cells of lymph sacs during mouse embryonic development.
FIG. 4 shows data for an lymphatic endothelial cells (LEC) proliferation and migration assay for LEC cells treated
with HGF.
FIG. 5 shows data for LEC tube formation in vitro, in response to HGF and lymphatic vessel formation in vivo.
FIG. 6 shows dual immunofluorescence staining of lymphatic vessels for LYVE-1 (green) and CD31 (red) after
experimental skin inflammation.
FIG. 7 shows QPCR data for integrin α9 and stanniocalcin 1 mRNA levels in LEC after treatment with HGF.
FIG. 8 shows representative histologic images (H&E stain and immunofluorescence to detect podoplanin) of the
ileum in HGF transgenic (FIGs. 8 B,D,F,H) and wild-type mice (FIGs. 8A,C,E,G). Scale bars: 100 mm.
FIG. 9 shows double immunofluorescence analyses of mouse ear sections for LYVE-1 (green) and CD31 (red).
Induction of LYVE-1-positive lymphatic vessel formation was observed at 14 days after implantation of HGF-con-
taining slow-release pellets (9B and C; arrowheads) but not of control pellets (9A). Systemic treatment with a blocking
anti-VEGFR-3 antibody (9C) did not inhibit HGF-induced lymphatic vessel formation, as compared with control IgG
treatment (9B). Newly formed blood vessels were observed in all samples. P: Pellet. Scale bars: 100 mm.

DETAILED DESCRIPTION

[0034] We have found that, among other things, the hepatocyte growth factor receptor (HGFR) is highly expressed in
lymphatic endothelial cells (LEC) of the lymphatic system. Treatment of LEC with HGF promotes proliferation, migration,
and organization of LECs into vessels. In addition, administration of HGF to mice potently promoted new lymphatic
vessel formation. Furthermore, induction of LEC migration was largely mediated via α9 integrin.
[0035] Accordingly, it is possible to treat pathologies affected by the lymphatic system by modulating HGF/HGFR
activity. A subject can also be diagnosed by evaluating a parameter that assesses HGF/HGFR activity. Agents that
modulate HGF/HGFR activity can be identified, e.g., using the assay and screening methods described herein.

1. HGF and HGFR

[0036] The mature form of human HGF (hHGF), corresponding to the major form purified from human serum, is a
disulfide linked heterodimer derived by proteolytic cleavage of the human pro-hormone between amino acids R494 and
V495. This cleavage process generates a molecule composed of an α subunit of 440 amino acids (M.W. 69 kDa) and
a β subunit of 234 amino acids (M.W. 34 kDa). The α and the β chains are produced from a single open reading frame
coding for a pre-pro precursor protein. In the predicted primary structure of an exemplary mature hHGF, an interchain
S-S bridge is formed between Cys 487 of the α chain and Cys 604 in the β chain (see, e.g., Nakamura et al., Nature
342:440-443, (1989)). The N-terminus of the α chain is preceded by 54 amino acids, starting with a methionine group.
This segment includes a characteristic hydrophobic leader (signal) sequence of 31 residues and the prosequence. The
α chain starts at amino acid (aa) 55, and contains four Kringle domains. The Kringle 1 domain extends from about aa
128 to about aa 206, the Kringle 2 domain is between about aa 211 and about aa 288, the Kringle 3 domain is defined
as extending from about aa 303 to about aa 383, and the Kringle 4 domain extends from about aa 391 to about aa 464
of the α chain. An exemplary HGF contains four putative glycosylation sites, which are located at positions 294 and 402
of the α-chain and at positions 566 and 653 of the β-chain.
[0037] The HGF receptor (HGFR) has been identified as the product of the c-Met protooncogene, Bottaro et al.,
Science, 251:802-804 (1991); Naldini et al., Oncogene, 6:501-504 (1991); WO 92/13097 published Aug. 6, 1992; WO
93/15754 published Aug. 19, 1993. The receptor (AKA c-Met) typically comprises, in its native form, a 190-kDa het-
erodimeric (a disulfide-linked 50-kDa α-chain and a 145-kDa β-chain) membrane-spanning tyrosine kinase protein (Park
et al., Proc. Natl. Acad. Sci. USA, 84:6379-6383 (1987)).
[0038] The binding activity of HGF to its receptor is believed to be conveyed by a functional domain located in the N-
terminal portion of the HGF molecule, including the first two Kringle domains (Matsumoto et al., Biochem. Biophys. Res.
Commun., 181:691-699 (1991); Hartmann et al. Proc. Natl. Acad. Sci., 89:11574-11578 (1992); Lokker et al., EMBO J.,
11:2503-2510 (1992); Lokker and Godowski, J. Biol. Chem., 268:17145-17150 (1991)). Upon HGF binding, the c-Met
protein becomes phosphorylated on tyrosine residues of the 145-kDa β-subunit.
[0039] With respect to the methods disclosed herein, HGF can be produced as a purified polypeptide, for which the
amino acid sequence can be at least 80% identical (i.e., 85%, 87%, 89%, 90%, 92%, 94%, 96%, 98%, 99%, or 100%
identical) to any of SEQ ID NOs: 1-4 listed below or other naturally occurring variants of HGF. The receptor for HGF
(HGFR) can be produced as a purified polypeptide, for which the amino acid sequence can be at least 80% identical
(i.e., 85%, 87%, 89%, 90%, 92%, 94%, 96%, 98%, 99%, or 100% identical) to any of SEQ ID NOs:5-8 listed below or
other naturally occurring variants of HGFR.
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Human HGF (SEQ ID NO:1)

Chimpanzee HGF (SEQ ID NO:2)

Mouse HGF (SEQ ID NO:3)
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Rat HGF (SEQ ID NO:4)

Human HGFR (SEQ ID NO:5)
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Chimpanzee HGFR (SEQ ID NO:6)
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Mouse HGFR (SEQ ID NO:7)
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Rat HGFR (SEQ ID NO:8)
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[0040] Exemplary regions of HGFR include:

      Region 52..487
                          /region_name="semaphorin domain"
                          /note="Sema"
                          /db_xref="CDD:25341"
      Region 519..561
                          /region_name="domain found in Plexins, Semaphorins
                          and
                          Integrins"
                          /note="PSI"
                          /db_xref="CDD:25325"
      Region 563..656
                          /region_name="First repeat of the IPT domain of
 Plexins
                          and Cell Surface Receptors (PCSR)"
                          /note="IPT_plexin_repeat1"
                          /db_xref="CDD:27712"
      Region 657..740
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                          /region_name="Second repeat of the IPT domain of
 Plexins
                          and Cell Surface Receptors (PCSR)"
                          /note="IPT_plexin_repeat2"
                          /db_xref="CDD:27711"
      Region 742..837
                          /region_name="Third repeat of the IPT domain of
 Plexins
                          and Cell Surface Receptors (PCSR)"
                          /note="IPT_plexin_repeat3"
                          /db_xref="CDD:27713"
      Region 839..932
                          /region_name="IPT domain of Plexins and Cell
 Surface
                         Receptors (PCSR) and related proteins"
                          /note="IPT_PCSR"
                          /db_xref="CDD:27705"

[0041] In some aspects described herein, HGF, and biologically active fragments thereof are provided as purified
polypeptides. Purified polypeptides include polypeptides that are generated in vitro (e.g., by in vitro translation or by use
of an automated polypeptide synthesizer) and polypeptides that are initially expressed in a cell (e.g., a prokaryotic cell,
a eukaryotic cell, an insect cell, a yeast cell, a mammalian cell, a plant cell) and subsequently purified. Cells that express
a purified polypeptide can include cells that encode an endogenous gene, cells transduced with an expression vector
encoding a polypeptide, and cells that are experimentally manipulated to induce expression of an endogenous gene
that is not typically expressed in that cell type (e.g., gene activation technology). In some aspects described herein,
polypeptides are fusion proteins (e.g., an HGFR- glutathione-S-transferase fusion) that may include a protease cleavage
site to allow cleavage and separation of the fusion protein into separate polypeptides. In some aspects, a polypeptide
can include an amino acid sequence that facilitates purification of the polypeptide (e.g., a multiple histidine tag, a FLAG
tag, etc). Methods for isolating proteins from cells or polypeptides that are expressed by cells, include affinity purification,
size exclusion chromatography, high performance liquid chromatography, and other chromatographic purification meth-
ods. The polypeptides can be post-translationally modified, e.g., glycosylated.
[0042] Purified HGF (e.g., purified human HGF) can be obtained from a mammalian cell line stably transfected with
a cDNA encoding the human HGF polypeptide listed herein as SEQ ID NO:2 and secreting mature HGF as described,
e.g., in U.S. patent 5,686,292 to Schwall, or Naka et al., Journal of Biol. Chem., 267(28):20114-20119, (1992). In some
aspects, HGF can be a single chain variant that lacks mitogenic activity but retains high affinity receptor binding, as
described in Lokker et al, EMBO J., 11(7):2503-2510, (1992).

II. HGF and HGFR HGF/HGFR modulators

[0043] A variety of agents can be used as a HGF/HGFR modulator to treat pathologies related to the lymphatic system,
e.g., induced lymphedema, lymphangiomas, tumor lymphangiogenesis, or tumor metastasis. The agent may be any
type of compound that can be administered to a subject (e.g., antibodies, proteins, peptides, glycoproteins, glycopeptides,
glycolipids, polysaccharides, oligosaccharides, nucleic acids, bioorganic molecules, peptidomimetics, pharmacological
agents and their metabolites, transcriptional and translation control sequences, and the like). In one aspects described
herein, the HGF/HGFR modulator is a biologic, e.g., a protein having a molecular weight of between 5-300 kDa.
[0044] For example, a HGF/HGFR modulator may inhibit binding of HGF to an HGFR or may prevent HGF-mediated
NF-κB activation. Atypical HGF/HGFR modulator can bind to HGFR, e.g., a single chain variant of HGF that lacks
mitogenic activity but retains high affinity receptor binding (see, e.g., Lokker et al, EMBO J., 11(7):2503-2510, (1992)).
A HGF/HGFR modulator that binds to HGF may alter the conformation of HGF, hinder binding of HGF to HGFR, or
otherwise decrease the affinity of HGF for a HGFR or prevent the interaction between HGF and a HGFR.
[0045] A HGF/HGFR modulator (e.g., an antibody) may bind to HGF or to a HGFR with a Kd of less than 10-6, 10-7,
10-8, 10-9, or 10-10 M. In one aspect, the HGF/HGFR modulator binds to HGF with an affinity at least 5, 10, 20, 50, 100,
200, 500, or 1000 better than its affinity for hepatocyte growth factor-like/macrophage stimulating protein (HGF1/MSP).
In one aspect, the HGF/HGFR modulator binds to HGF or HGFR with an affinity at least 5, 10, 20, 50, 100, 200, 500,
or 1000-fold better than its affinity for the macrophage stimulating 1 receptor (RON) (e.g., NP_002438). A preferred
HGF/HGFR modulator specifically binds HGF or HGFR, such as a HGF or HGFR specific antibody.
[0046] Exemplary HGF protein molecules include human HGF (e.g., NP_001010932, shown as SEQ ID NO:1)), Chim-
panzee HGF (e.g., XP_519174, shown as SEQ ID NO:2) ,mouse HGF (e.g., CAA51054, shown as SEQ ID NO:3), and
Rat HGF (e.g., 1602237A, shown as SEQ ID NO:4). Also included are proteins that include an amino acid sequence at
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least 90, 92, 95, 97, 98, 99% identical and completely identical to the mature processed region of the aforementioned
HGF proteins (e.g., an amino acid sequence at least 90, 92, 95, 97, 98, 99% identical or completely identical to amino
acids 25-1390 of SEQ ID NO: and proteins encoded by a nucleic acid that hybridizes under high stringency conditions
to a human, chimp, mouse, or rat gene encoding a naturally occurring HGF protein. Preferably, a HGF protein, in its
processed mature form, is capable of providing at least one HGF activity, e.g., binding to HGFR.
[0047] Calculations of "homology" or "sequence identity" between two sequences (the terms are used interchangeably
herein) are performed as follows. The sequences are aligned for optimal comparison purposes (e.g., gaps can be
introduced in one or both of a first and a second amino acid or nucleic acid sequence for optimal alignment and non-
homologous sequences can be disregarded for comparison purposes). The optimal alignment is determined as the best
score using the GAP program in the GCG software package with a Blossum 62 scoring matrix with a gap penalty of 12,
a gap extend penalty of 4, and a frameshift gap penalty of 5. The amino acid residues or nucleotides at corresponding
amino acid positions or nucleotide positions are then compared. When a position in the first sequence is occupied by
the same amino acid residue or nucleotide as the corresponding position in the second sequence, then the molecules
are identical at that position (as used herein amino acid or nucleic acid "identity" is equivalent to amino acid or nucleic
acid "homology"). The percent identity between the two sequences is a function of the number of identical positions
shared by the sequences.
[0048] As used herein, the term "hybridizes under high stringency conditions" describes conditions for hybridization
and washing. Guidance for performing hybridization reactions can be found in Current Protocols in Molecular Biology,
John Wiley & Sons, N.Y. (1989), 6.3.1-6.3.6. Aqueous and nonaqueous methods are described in that reference and
either can be used. High stringency hybridization conditions include hybridization in 6X SSC at about 45°C, followed by
one or more washes in 0.2X SSC, 0.1% SDS at 65°C, or substantially similar conditions.
[0049] Exemplary HGF/HGFR modulators include antibodies that bind to HGF or HGFR and soluble forms of the
HGFR that compete with cell surface HGFR for binding to HGF. An example of a soluble form of the HGFR is an Fc
fusion protein that includes at least a portion of the extracellular domain of HGFR (e.g., a soluble HGF-binding fragment
of HGFR), referred to as HGFR-Fc (see e.g., Mark et al., Journal of Biol. Chem., 267(36):26166-26171, (1992)). Other
soluble forms of HGFR, e.g., forms that do not include an Fc domain, can also be used. Antibody HGF/HGFR modulators
are further discussed below. Other types of HGF/HGFR modulators, e.g., small molecules, nucleic acid or nucleic acid-
based aptamers, and peptides, can be isolated by screening, e.g., as described in Jhaveri et al. Nat. Biotechnol. 18:1293
and U.S. Patent No. 5,223,409. Exemplary assays for determining if an agent binds to HGF or HGFR and for determining
if an agent modulates a HGF/HGFR interaction are described, e.g., in US Patent No. 6,468,529 to Schwall et al.
[0050] An exemplary soluble form of the HGFR protein includes a region of the HGFR protein that binds to HGF, e.g.,
an extracellular domain, e.g., domain of in the extracellular region. This region can be physically associated, e.g., fused
to another amino acid sequence, e.g., an Fc domain, at its N- or C- terminus. The region from HGFR can be spaced by
a linker from the heterologous amino acid sequence. Michieli et al. (2005), Cancer Cell, 6:61-73, describes an exemplary
HGFR fusion protein.

A. Antibodies

[0051] Exemplary HGF/HGFR modulators include antibodies that bind to HGF and/or HGFR. In one aspect of the
disclosure, but not the invention, the antibody inhibits the interaction between HGF and a HGFR, e.g., by physically
blocking the interaction, decreasing the affinity of HGF and/or HGFR for its counterpart, disrupting or destabilizing HGF
complexes, sequestering HGF or a HGFR, or targeting HGF or HGFR for degradation. In one aspect, the antibody can
bind to HGF or HGFR at an epitope that includes one or more amino acid residues that participate in the HGF/HGFR
binding interface. Such amino acid residues can be identified, e.g., by alanine scanning. In another aspect, the antibody
can bind to residues that do not participate in the HGF/HGFR binding. For example, the antibody can alter a conformation
of HGF or HGFR and thereby reduce binding affinity, or the antibody may sterically hinder HGF/HGFR binding. The
antibody may bind to the α subunit or the β subunit of HGF.
[0052] In addition to antibodies that bind to HGF and/or HGFR, other antibodies can be used. In one aspect, the
antibody can prevent activation of a HGF/HGFR mediated event or activity. For example, it is possible to use an antibody
to α9 integrin, which is upregulated by HGF. For example, certain antibodies to α9 can inhibit HGF induced migration
of cells.
[0053] As used herein, the term "antibody" refers to a protein that includes at least one immunoglobulin variable region,
e.g., an amino acid sequence that provides an immunoglobulin variable domain or an immunoglobulin variable domain
sequence. For example, an antibody can include a heavy (H) chain variable region (abbreviated herein as VH), and a
light (L) chain variable region (abbreviated herein as VL). In another example, an antibody includes two heavy (H) chain
variable regions and two light (L) chain variable regions. The term "antibody" encompasses antigen-binding fragments
of antibodies (e.g., single chain antibodies, Fab fragments, F(ab’)2 fragments, Fd fragments, Fv fragments, and dAb
fragments) as well as complete antibodies, e.g., intact and/or full length immunoglobulins of types IgA, IgG (e.g., IgG1,
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IgG2, IgG3, IgG4), IgE, IgD, IgM (as well as subtypes thereof). The light chains of the immunoglobulin may be of types
kappa or lambda. In one aspect, the antibody is glycosylated. An antibody can be functional for antibody-dependent
cytotoxicity and/or complement-mediated cytotoxicity, or may be non-functional for one or both of these activities.
[0054] The VH and VL regions can be further subdivided into regions of hypervariability, termed "complementarity
determining regions" ("CDR"), interspersed with regions that are more conserved, termed "framework regions" (FR).
The extent of the FRs and CDRs has been precisely defined (see, e.g., Kabat, E.A., et al. (1991) Sequences of Proteins
of Immunological Interest, Fifth Edition, US Department of Health and Human Services, NIH Publication No. 91-3242;
and Chothia, C. et al. (1987) J. Mol. Biol. 196:901-917). Kabat definitions are used herein. Each VH and VL is typically
composed of three CDRs and four FRs, arranged from amino-terminus to carboxyl-terminus in the following order: FR1,
CDR1, FR2, CDR2, FR3, CDR3, FR4.
[0055] An "immunoglobulin domain" refers to a domain from the variable or constant domain of immunoglobulin mol-
ecules. Immunoglobulin domains typically contain two β-sheets formed of about seven β-strands, and a conserved
disulfide bond (see, e.g., A. F. Williams and A. N. Barclay (1988) Ann. Rev Immunol. 6:381-405). An "immunoglobulin
variable domain sequence" refers to an amino acid sequence that can form a structure sufficient to position CDR
sequences in a conformation suitable for antigen binding. For example, the sequence may include all or part of the amino
acid sequence of a naturally-occurring variable domain. For example, the sequence may omit one, two, or more N- or
C-terminal amino acids, internal amino acids, may include one or more insertions or additional terminal amino acids, or
may include other alterations. In one aspect, a polypeptide that includes an immunoglobulin variable domain sequence
can associate with another immunoglobulin variable domain sequence to form a target binding structure (or "antigen
binding site"), e.g., a structure that interacts with HGF or HGFR.
[0056] The VH or VL chain of the antibody can further include all or part of a heavy or light chain constant region, to
thereby form a heavy or light immunoglobulin chain, respectively. In one aspect, the antibody is a tetramer of two heavy
immunoglobulin chains and two light immunoglobulin chains. The heavy and light immunoglobulin chains can be con-
nected by disulfide bonds. The heavy chain constant region typically includes three constant domains, CH1, CH2, and
CH3. The light chain constant region typically includes a CL domain. The variable region of the heavy and light chains
contains a binding domain that interacts with an antigen. The constant regions of the antibodies typically mediate the
binding of the antibody to host tissues or factors, including various cells of the immune system (e.g., effector cells) and
the first component (Clq) of the classical complement system.
[0057] One or more regions of an antibody can be human, effectively human, or humanized. For example, one or
more of the variable regions can be human or effectively human. For example, one or more of the CDRs, e.g., HC CDR1,
HC CDR2, HC CDR3, LC CDR1, LC CDR2, and LC CDR3, can be human. Each of the light chain CDRs can be human.
HC CDR3 can be human. One or more of the framework regions can be human, e.g., FR1, FR2, FR3, and FR4 of the
HC or LC. In one aspect, all the framework regions are human, e.g., derived from a human somatic cell, e.g., a hemat-
opoietic cell that produces immunoglobulins or a non-hematopoietic cell. In one aspect, the human sequences are
germline sequences, e.g., encoded by a germline nucleic acid. One or more of the constant regions can be human,
effectively human, or humanized. In another aspect, at least 70, 75, 80, 85, 90, 92, 95, or 98% of the framework regions
(e.g., FR1, FR2, and FR3, collectively, or FR1, FR2, FR3, and FR4, collectively) or the entire antibody can be human,
effectively human, or humanized. For example, FR1, FR2, and FR3 collectively can be at least 70, 75, 80, 85, 90, 92,
95, 98, or 99% identical, or completely identical, to a human sequence encoded by a human germline segment.
[0058] An "effectively human" immunoglobulin variable region is an immunoglobulin variable region that includes a
sufficient number of human framework amino acid positions such that the immunoglobulin variable region does not elicit
an immunogenic response in a normal human. An "effectively human" antibody is an antibody that includes a sufficient
number of human amino acid positions such that the antibody does not elicit an immunogenic response in a normal human.
[0059] A "humanized" immunoglobulin variable region is an immunoglobulin variable region that is modified such that
the modified form elicits less of an immune response in a human than does the non-modified form, e.g., is modified to
include a sufficient number of human framework amino acid positions such that the immunoglobulin variable region does
not elicit an immunogenic response in a normal human. Descriptions of "humanized" immunoglobulins include, for
example, U.S. Patents No. 6,407,213 and 5,693,762. In some cases, humanized immunoglobulins can include a non-
human amino acid at one or more framework amino acid positions.
[0060] Antibodies that bind to HGF or a HGFR can be generated by a variety of means, including immunization, e.g.,
using an animal, or in vitro methods such as phage display. All or part of HGF or HGFR can be used as an immunogen
or as a target for selection. For example, HGF or a fragment thereof or HGFR or a fragment thereof, can be used as an
immunogen. In one aspect described herein, the immunized animal contains immunoglobulin producing cells with natural,
human, or partially human immunoglobulin loci. In one aspect, the non-human animal includes at least a part of a human
immunoglobulin gene. For example, it is possible to engineer mouse strains deficient in mouse antibody production with
large fragments of the human Ig loci. Accordingly, by using hybridoma technology, at least partly human, antigen-specific
monoclonal antibodies with the desired specificity can be produced and selected. See, e.g., XENOMOUSE™, Green et
al. (1994) Nat. Gen. 7:13-21; US 2003-0070185; U.S. Patent No. 5,789,650; and WO 96/34096.
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[0061] Non-human antibodies to HGF and HGFR can also be produced, e.g., in a rodent. The non-human antibody
can be humanized, e.g., as described in EP 239 400; US Pat. Nos. 6,602,503; 5,693,761; and 6,407,213, deimmunized,
or otherwise modified to make it effectively human.
[0062] EP 239 400 (Winter et al.) describes altering antibodies by substitution (within a given variable region) of their
complementarity determining regions (CDRs) for one species with those from another. Typically, CDRs of a non-human
(e.g., murine) antibody are substituted into the corresponding regions in a human antibody by using recombinant nucleic
acid technology to produce sequences encoding the desired substituted antibody. Human constant region gene segments
of the desired isotype (usually gamma I for CH and kappa for CL) can be added and the humanized heavy and light
chain genes can be co-expressed in mammalian cells to produce soluble humanized antibody. Other methods for
humanizing antibodies can also be used. For example, other methods can account for the three dimensional structure
of the antibody, framework positions that are in three dimensional proximity to binding determinants, and immunogenic
peptide sequences. See, e.g., WO 90/07861; U.S. Pat. Nos. 5,693,762; 5,693,761; 5,585,089; and 5,530,101; Tempest
et al. (1991) Biotechnology 9:266-271 and U.S. Pat. No. 6,407,213.
[0063] Fully human monoclonal antibodies that bind to HGF and HGFR can be produced, e.g., using in vitro-primed
human splenocytes, as described by Boerner et al. (1991) J. Immunol. 147:86-95. They may be prepared by repertoire
cloning as described by Persson et al.(1991) Proc. Nat. Acad. Sci. USA 88:2432-2436 or by Huang and Stollar (1991)
J. Immunol. Methods 141:227-236; also U.S. Pat. No. 5,798,230. Large nonimmunized human phage display libraries
may also be used to isolate high affinity antibodies that can be developed as human therapeutics using standard phage
technology (see, e.g., Hoogenboom et al.(1998) Immunotechnology 4:1-20; Hoogenboom et al. (2000) Immunol Today
2:371-378; and US 2003-0232333).
[0064] Antibodies and other proteins described herein can be produced in prokaryotic and eukaryotic cells. In one
aspect described herein, the antibodies (e.g., scFv’s) are expressed in a yeast cell such as Pichia (see, e.g., Powers et
al.(2001) J. Immunol. Methods 251:123-35), Hanseula, or Saccharomyces.
[0065] Antibodies, particularly full length antibodies, e.g., IgGs, can be produced in mammalian cells. Exemplary
mammalian host cells for recombinant expression include Chinese Hamster Ovary (CHO cells) (including dihydrofolate
reductase-negative CHO cells, described in Urlaub and Chasin (1980) Proc. Natl. Acad. Sci. USA 77:4216-4220, used
with a DHFR selectable marker, e.g., as described in Kaufinan and Sharp (1982) Mol. Biol. 159:601-621), lymphocytic
cell lines, e.g., NS0 myeloma cells and SP2 cells, COS cells, K562, and a cell from a transgenic animal, e.g., a transgenic
mammal. For example, the cell can be a mammary epithelial cell.
[0066] In addition to the nucleic acid sequence encoding the immunoglobulin domain, the recombinant expression
vectors may carry additional nucleic acid sequences, such as sequences that regulate replication of the vector in host
cells (e.g., origins of replication) and selectable marker genes. The selectable marker gene facilitates selection of host
cells into which the vector has been introduced (see e.g., US Pat. Nos. 4,399,216; 4,634,665; and 5,179,017). Exemplary
selectable marker genes include the dihydrofolate reductase (DHFR) gene (for use in dhfr- host cells with methotrexate
selection/amplification) and the neo gene (for G418 selection).
[0067] In an exemplary system for recombinant expression of an antibody (e.g., a full length antibody or an antigen-
binding portion thereof), a recombinant expression vector encoding both the antibody heavy chain and the antibody light
chain is introduced into dhfr- CHO cells by calcium phosphate-mediated transfection. Within the recombinant expression
vector, the antibody heavy and light chain genes are each operatively linked to enhancer/promoter regulatory elements
(e.g., derived from SV40, CMV, adenovirus and the like, such as a CMV enhancer/AdMLP promoter regulatory element
or an SV40 enhancer/AdMLP promoter regulatory element) to drive high levels of transcription of the genes. The re-
combinant expression vector also carries a DHFR gene, which allows for selection of CHO cells that have been transfected
with the vector using methotrexate selection/amplification. The selected transformant host cells are cultured to allow for
expression of the antibody heavy and light chains and intact antibody is recovered from the culture medium. Standard
molecular biology techniques are used to prepare the recombinant expression vector, to transfect the host cells, to select
for transformants, to culture the host cells, and to recover the antibody from the culture medium. For example, some
antibodies can be isolated by affinity chromatography with a Protein A or Protein G.
[0068] Antibodies (and Fc fusions) may also include modifications, e.g., modifications that alter Fc function, e.g., to
decrease or remove interaction with an Fc receptor or with C1q, or both. For example, the human IgG1 constant region
can be mutated at one or more residues, e.g., one or more of residues 234 and 237, e.g., according to the numbering
in U.S. Pat. No. 5,648,260. Other exemplary modifications include those described in U.S. Pat. No. 5,648,260.
[0069] For some proteins that include an Fc domain, the antibody/protein production system may be designed to
synthesize antibodies or other proteins in which the Fc region is glycosylated. For example, the Fc domain of IgG
molecules is glycosylated at asparagine 297 in the CH2 domain. The Fc domain can also include other eukaryotic post-
translational modifications. In other cases, the protein is produced in a form that is not glycosylated.
[0070] Antibodies and other proteins can also be produced by a transgenic animal. For example, U.S. Pat. No. 5,849,992
describes a method for expressing an antibody in the mammary gland of a transgenic mammal. A transgene is constructed
that includes a milk-specific promoter and nucleic acid sequences encoding the antibody of interest, e.g., an antibody
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described herein, and a signal sequence for secretion. The milk produced by females of such transgenic mammals
includes, secreted-therein, the protein of interest, e.g., an antibody or Fc fusion protein. The protein can be purified from
the milk, or for some applications, used directly.
[0071] Methods described in the context of antibodies can be adapted to other proteins, e.g., Fc fusions and soluble
receptor fragments.

B. Variants of HGF

[0072] We also describe, although not part of the invention, HGF proteins that can be HGF variants that are resistant
to proteolytic cleavage by enzymes that are capable of in vivo conversion of HGF into its two-chain form. The variants
are preferably stabilized in single-chain form by site directed mutagenesis within a region recognized by an enzyme
capable of converting HGF into its two-chain form. These HGF variants retain substantially full receptor binding affinity
of the corresponding wild-type HGF, but do not activate the HGFR. In one aspect, HGF variants can have enhanced
receptor binding affinity relative to the corresponding wild-type HGF but be unable to activate the HGFR. Such compounds
are competitive antagonists of the corresponding wild-type HGF and, when present in sufficient concentration, are
capable of inhibiting the binding of wild-type HGF to HGFR. See, e.g., Lokker et al, EMBO J., 11(7)2503-2510, (1992)
and U.S. Patent No. 5,316,921 to Godowski et al. Accordingly they can be used as HGF/HGFR antagonists.

C. Peptides

[0073] In some aspects described herein, the HGF/HGFR modulator can be a peptide of 32 amino acids or less that
independently binds to but does not activate a target molecule (e.g., HGFR). Some such peptides can include one or
more disulfide bonds. Other peptides, so-called "linear peptides," are devoid of cysteines. In one aspect, the peptides
are artificial, i.e., not present in Nature or not present in a protein encoded by one or more genomes of interest, e.g.,
the human genome. Synthetic peptides may have little or no structure in solution (e.g., unstructured), heterogeneous
structures (e.g., alternative conformations or "loosely structured), or a singular native structure (e.g., cooperatively
folded). Some synthetic peptides adopt a particular structure when bound to a target molecule. Some exemplary synthetic
peptides are so-called "cyclic peptides" that have at least a disulfide bond and, for example, a loop of about 4 to 12 non-
cysteine residues. Exemplary peptides are less than 28, 24, 20, or 18 amino acids in length.
[0074] Peptide sequences that independently bind HGFR can be identified by any of a variety of methods. For example,
they can be selected from a display library or an array of peptides. After identification, such peptides can be produced
synthetically or by recombinant means. The sequences can be incorporated (e.g., inserted, appended, or attached) into
longer sequences.
[0075] The techniques discussed in Kay et al., Phage Display of Peptides and Proteins: A Laboratory, Manual (Aca-
demic Press, Inc., San Diego 1996) and U.S. Patent Number 5,223,409 are useful for preparing a library of potential
binders corresponding to the selected parental template. Peptide display libraries can be prepared according to such
techniques, and screened for peptides that bind to and inhibit HGFR.
[0076] In addition, phage libraries or selected populations from phage libraries can be counter-selected, e.g., by
counter-selection with an HGFR binding domain that lacks a SEMA (semaphorin) domain or a PSI (plexin/semaphorin/in-
tegrin) domain, both of which contribute to HGF binding. Such procedures can be used to discard peptides that do not
contact the HGF binding site.
[0077] Peptides can also be synthesized using alternative backbones, e.g., a peptoid backbone, e.g., to produce a
compound which has increased protease resistance. In particular this method can be used to make a compound that
binds to and inhibits activation of HGFR and is not cleaved, e.g., by serum proteases.
[0078] A polypeptide that inhibits HGFR activation can be associated with (e.g., conjugated to) a polymer, e.g., a
substantially non-antigenic polymers, such as polyalkylene oxides or polyethylene oxides. Suitable polymers will vary
substantially by weight. Polymers having molecular number average weights ranging from about 200 to about 35,000
(or about 1,000 to about 15,000, and 2,000 to about 12,500) can be used. A plurality of polymer moieties can be attached
to one polypeptide, e.g., at least two, three, or four such moieties, e.g., having an average molecular weight of about
2,000 to 7,000 Daltons.
[0079] For example, the polypeptide can be conjugated to a water soluble polymer, e.g., hydrophilic polyvinyl polymers,
e.g. polyvinylalcohol and polyvinylpyrrolidone. A non-limiting list of such polymers include polyalkylene oxide homopol-
ymers such as polyethylene glycol (PEG) or polypropylene glycols, polyoxyethylenated polyols, copolymers thereof and
block copolymers thereof, provided that the water solubility of the block copolymers is maintained. Additional useful
polymers include polyoxyalkylenes such as polyoxyethylene, polyoxypropylene, and block copolymers of polyoxyethyl-
ene and polyoxypropylene (Pluronics); polymethacrylates; carbomers; branched or unbranched polysaccharides which
comprise the saccharide monomers D-mannose, D- and L-galactose, fucose, fructose, D-xylose, L-arabinose, D-glu-
curonic acid, sialic acid, D-galacturonic acid, D-mannuronic acid (e.g. polymannuronic acid, or alginic acid), D-glu-
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cosamine, D-galactosamine, D-glucose and neuraminic acid including homopolysaccharides and heteropolysaccharides
such as lactose, amylopectin, starch, hydroxyethyl starch, amylose, dextrane sulfate, dextran, dextrins, glycogen, or the
polysaccharide subunit of acid mucopolysaccharides, e.g. hyaluronic acid; polymers of sugar alcohols such as polysorbitol
and polymannitol; heparin or heparon.
[0080] Other compounds can also be attached to the same polymer, e.g., a cytotoxin, a label, or another targeting
agent or an unrelated agent. Mono-activated, alkoxy-terminated polyalkylene oxides (PAO’s), e.g., monomethoxy-ter-
minated polyethylene glycols (mPEG’s); C1-4 alkyl-terminated polymers; and bis-activated polyethylene oxides (glycols)
can be used for crosslinking. See, e.g., U.S. 5,951,974.

D. Nucleic Acid Antagonists

[0081] In certain implementations, nucleic acid antagonists are used to decrease expression of an endogenous gene
encoding HGF, a HGFR, integrin α9, or stanniocalcin 1. In one aspect described herein, the nucleic acid antagonist is
an siRNA that targets mRNA encoding HGF or a HGFR. Other types of antagonistic nucleic acids can also be used,
e.g., a dsRNA, a ribozyme, a triple-helix former, or an antisense nucleic acid. In some aspects, nucleic acid antagonists
can be directed to downstream effector targets of HGFR activation (e.g., human α9 integrin, an exemplary sequence of
which is listed under Genbank No. NM_002207).
[0082] siRNAs are small double stranded RNAs (dsRNAs) that optionally include overhangs. For example, the duplex
region of an siRNA is about 18 to 25 nucleotides in length, e.g., about 19, 20, 21, 22, 23, or 24 nucleotides in length.
Typically, the siRNA sequences are exactly complementary to the target mRNA. dsRNAs and siRNAs in particular can
be used to silence gene expression in mammalian cells (e.g., human cells). siRNAs also include short hairpin RNAs
(shRNAs) with 29-base-pair stems and 2-nucleotide 3’ overhangs. See, e.g., Clemens et al.(2000) Proc. Natl. Acad.
Sci. USA 97:6499-6503; Billy et al.(2001) Proc. Natl. Sci. USA 98:14428-14433; Elbashir et al. (2001) Nature. 411:494-8;
Yang et al. (2002) Proc. Natl. Acad. Sci. USA 99:9942-9947; Siolas et al. (2005), Nat. Biotechnol. 23(2):227-31;
20040086884; U.S. 20030166282; 20030143204; 20040038278; and 20030224432.
[0083] Anti-sense agents can include, for example, from about 8 to about 80 nucleobases (i.e., from about 8 to about
80 nucleotides), e.g., about 8 to about 50 nucleobases, or about 12 to about 30 nucleobases. Anti-sense compounds
include ribozymes, external guide sequence (EGS) oligonucleotides (oligozymes), and other short catalytic RNAs or
catalytic oligonucleotides which hybridize to the target nucleic acid and modulate its expression. Anti-sense compounds
can include a stretch of at least eight consecutive nucleobases that are complementary to a sequence in the target gene.
An oligonucleotide need not be 100% complementary to its target nucleic acid sequence to be specifically hybridizable.
An oligonucleotide is specifically hybridizable when binding of the oligonucleotide to the target interferes with the normal
function of the target molecule to cause a loss of utility, and there is a sufficient degree of complementarity to avoid
nonspecific binding of the oligonucleotide to non-target sequences under conditions in which specific binding is desired,
i.e., under physiological conditions in the case of in vivo assays or therapeutic treatment or, in the case of in vitro assays,
under conditions in which the assays are conducted.
[0084] Hybridization of antisense oligonucleotides with mRNA (e.g., an mRNA encoding HGF or HGFR) can interfere
with one or more of the normal functions of mRNA. The functions of mRNA to be interfered with include all key functions
such as, for example, translocation of the RNA to the site of protein translation, translation of protein from the RNA,
splicing of the RNA to yield one or more mRNA species, and catalytic activity which may be engaged in by the RNA.
Binding of specific protein(s) to the RNA may also be interfered with by antisense oligonucleotide hybridization to the RNA.
[0085] Exemplary antisense compounds include DNA or RNA sequences that specifically hybridize to the target nucleic
acid, e.g., the mRNA encoding HGF or HGFR. The complementary region can extend for between about 8 to about 80
nucleobases. The compounds can include one or more modified nucleobases. Modified nucleobases may include, e.g.,
5-substituted pyrimidines such as 5-iodouracil, 5-iodocytosine, and C5-propynyl pyrimidines such as C5-propynylcytosine
and C5-propynyluracil. Other suitable modified nucleobases include N4 --(C1 -C12) alkylaminocytosines and N4N-(C1
-C12) dialkylaminocytosines. Modified nucleobases may also include 7-substituted-8-aza-7-deazapurines and 7-substi-
tuted-7-deazapurines such as, for example, 7-iodo-7-deazapurines, 7-cyano-7-deazapurines, 7-aminocarbonyl-7-dea-
zapurines. Examples of these include 6-amino-7-iodo-7-deazapurines, 6-amino-7-cyano-7-deazapurines, 6-amino-7-
aminocarbonyl-7-deazapurines, 2-amino-6-hydroxy-7-iodo-7-deazapurines, 2-amino-6-hydroxy-7-cyano-7-deazapu-
rines, and 2-amino-6-hydroxy-7-aminocarbonyl-7-deazapurines. Furthermore, N6 --(C1 -C12) alkylaminopurines and
N6,N6 --(C1 -C12) dialkylaminopurines, including N6 -methylaminoadenine and N6,N6-dimethylaminoadenine, are also
suitable modified nucleobases. Similarly, other 6-substituted purines including, for example, 6-thioguanine may constitute
appropriate modified nucleobases. Other suitable nucleobases include 2-thiouracil, 8-bromoadenine, 8-bromoguanine,
2-fluoroadenine, and 2-fluoroguanine. Derivatives of any of the aforementioned modified nucleobases are also appro-
priate. Substituents of any of the preceding compounds may include C1 -C30 alkyl, C2 -C30 alkenyl, C2 -C30 alkynyl, aryl,
aralkyl, heteroaryl, halo, amino, amido, nitro, thio, sulfonyl, carboxyl, alkoxy, alkylcarbonyl, alkoxycarbonyl, and the like.
[0086] Descriptions of other types of nucleic acid agents are also available. See, e.g., U.S. Patent Nos. 4,987,071;.
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5,116,742; and 5,093,246; Woolf et al. (1992) Proc Natl Acad Sci USA; Antisense RNA and DNA, D.A. Melton, Ed., Cold
Spring Harbor Laboratory, Cold Spring Harbor, N.Y. (1988); 89:7305-9; Haselhoffand Gerlach (1988) Nature 334:585-59;
Helene, C. (1991) Anticancer Drug Des. 6:569-84; Helene (1992) Ann. N.Y. Acad. Sci. 660:27-36; and Maher (1992)
Bioassays 14:807-15.

E. Artificial Transcription Factors

[0087] Artificial transcription factors can also be used to regulate expression of HGF, a HGFR, integrin α9, or stanni-
ocalcin 1. The artificial transcription factor can be designed or selected from a library, e.g., for ability to bind to a sequence
in an endogenous gene encoding HGF or HGFR, e.g., in a regulatory region, e.g., the promoter. For example, the artificial
transcription factor can be prepared by selection in vitro (e.g., using phage display, U.S. Pat. No. 6,534,261) or in vivo,
or by design based on a recognition code (see, e.g., WO 00/42219 and U.S. Pat. No. 6,511,808). See, e.g., Rebar et
al. (1996) Methods Enzymol 267:129; Greisman and Pabo (1997) Science 275:657; Isalan et al. (2001) Nat. Biotechnol
19:656; and Wu et al. (1995) Proc. Natl. Acad. Sci. USA 92:344 for, among other things, methods for creating libraries
of varied zinc finger domains.
[0088] Optionally, an artificial transcription factor can be fused to a transcriptional regulatory domain, e.g., an activation
domain to activate transcription or a repression domain to repress transcription. In particular, repression domains can
be used to decrease expression of endogenous genes encoding HGF or HGFR. The artificial transcription factor can
itself be encoded by a heterologous nucleic acid that is delivered to a cell or the protein itself can be delivered to a cell
(see, e.g., U.S. Pat. No. 6,534,261). The heterologous nucleic acid that includes a sequence encoding the artificial
transcription factor can be operably linked to an inducible promoter, e.g., to enable fine control of the level of the artificial
transcription factor in the cell, e.g., an endothelial cell.

F. Pharmaceutical Compositions

[0089] A HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein, e.g., a HGFR extracellular region fused
to a Fc) can be formulated as a pharmaceutical composition, e.g., for administration to a subject to a pathology related
to the lymphatic system (e.g., a disorder described herein, such as lymphedema, lymphatic filariasis, lymphangiomas,
tumor lymphangiogenesis, or tumor metastasis). Typically, a pharmaceutical composition includes a pharmaceutically
acceptable carrier. As used herein, "pharmaceutically acceptable carrier" includes any and all solvents, dispersion media,
coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, and the like that are physiologically
compatible. The composition can include a pharmaceutically acceptable salt, e.g., an acid addition salt or a base addition
salt (see, e.g., Berge, S.M., et al. (1977) J. Pharm. Sci. 66:1-19).
[0090] The HGF/HGFR modulator can be formulated according to standard methods. Pharmaceutical formulation is
a well-established art, and is further described, e.g., in Gennaro (ed.), Remington: The Science and Practice of Pharmacy,
20th ed., Lippincott, Williams & Wilkins (2000) (ISBN: 0683306472); Ansel et al., Pharmaceutical Dosage Forms and
Drug Delivery Systems, 7th Ed., Lippincott Williams & Wilkins Publishers (1999) (ISBN: 0683305727); and Kibbe (ed.),
Handbook of Pharmaceutical Excipients American Pharmaceutical Association, 3rd ed. (2000) (ISBN: 091733096X).
[0091] In one aspect described herein, the HGF/HGFR modulator (e.g., an antibody or HGFR-Fc) can be formulated
with excipient materials, such as sodium chloride, sodium dibasic phosphate heptahydrate, sodium monobasic phos-
phate, and a stabilizer. It can be provided, for example, in a buffered solution at a suitable concentration and can be
stored at 2-8 °C.
[0092] The pharmaceutical compositions may be in a variety of forms. These include, for example, liquid, semi-solid
and solid dosage forms, such as liquid solutions (e.g., injectable and infusible solutions), dispersions or suspensions,
tablets, pills, powders, liposomes and suppositories. The preferred form can depend on the intended mode of adminis-
tration and therapeutic application. Typically compositions for the agents described herein are in the form of injectable
or infusible solutions.
[0093] Such compositions can be administered by a parenteral mode (e.g., intravenous, subcutaneous, intraperitoneal,
or intramuscular injection). The phrases "parenteral administration" and "administered parenterally" as used herein mean
modes of administration other than enteral and topical administration, usually by injection, and include, without limitation,
intravenous, intramuscular, intraarterial, intrathecal, intracapsular, intraorbital, intracardiac, intradermal, intraperitoneal,
transtracheal, subcutaneous, subcuticular, intraarticular, subcapsular, subarachnoid, intraspinal, epidural and intraster-
nal injection and infusion.
[0094] The composition can be formulated as a solution, microemulsion, dispersion, liposome, or other ordered struc-
ture suitable for stable storage at high concentration. Sterile injectable solutions can be prepared by incorporating an
agent described herein in the required amount in an appropriate solvent with one or a combination of ingredients enu-
merated above, as required, followed by filtered sterilization. Generally, dispersions are prepared by incorporating an
agent described herein into a sterile vehicle that contains a basic dispersion medium and the required other ingredients
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from those enumerated above. In the case of sterile powders for the preparation of sterile injectable solutions, the
preferred methods of preparation are vacuum drying and freeze-drying that yields a powder of an agent described herein
plus any additional desired ingredient from a previously sterile-filtered solution thereof. The proper fluidity of a solution
can be maintained, for example, by the use of a coating such as lecithin, by the maintenance of the required particle
size in the case of dispersion and by the use of surfactants. Prolonged absorption of injectable compositions can be
brought about by including in the composition an agent that delays absorption, for example, monostearate salts and
gelatin.
[0095] In certain aspect described herein, the HGF/HGFR modulator may be prepared with a carrier that will protect
the compound against rapid release, such as a controlled release formulation, including implants, and microencapsulated
delivery systems. Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, polyanhydrides,
polyglycolic acid, collagen, polyorthoesters, and polylactic acid. Many methods for the preparation of such formulations
are patented or generally known. See, e.g., Sustained and Controlled Release Drug Delivery Systems, J.R. Robinson,
ed., Marcel Dekker, Inc., New York, 1978.
[0096] A HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein) can be modified, e.g., with a moiety that
improves its stabilization and/or retention in circulation, e.g., in blood, serum, or other tissues, e.g., by at least 1.5, 2, 5,
10, or 50 fold.
[0097] For example, the HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein) can be associated with a
polymer, e.g., a substantially non-antigenic polymer, such as a polyalkylene oxide or a polyethylene oxide. Suitable
polymers will vary substantially by weight. Polymers having molecular number average weights ranging from about 200
to about 35,000 Daltons (or about 1,000 to about 15,000, and 2,000 to about 12,500) can be used.
[0098] For example, a HGF/HGFR modulator can be conjugated to a water soluble polymer, e.g., a hydrophilic polyvinyl
polymer, e.g., polyvinylalcohol or polyvinylpyrrolidone. Anon-limiting list of such polymers include polyalkylene oxide
homopolymers such as polyethylene glycol (PEG) or polypropylene glycols, polyoxyethylenated polyols, copolymers
thereof and block copolymers thereof, provided that the water solubility of the block copolymers is maintained. Additional
useful polymers include polyoxyalkylenes such as polyoxyethylene, polyoxypropylene, and block copolymers of poly-
oxyethylene and polyoxypropylene (Pluronics); polymethacrylates; carbomers; and branched or unbranched polysac-
charides.
[0099] When the HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein) is used in combination with a
second agent, the two agents can be formulated separately or together. For example, the respective pharmaceutical
compositions can be mixed, e.g., just prior to administration, and administered together or can be administered separately,
e.g., at the same or different times.
[0100] The lymphatic vascular system plays a pivotal role in tissue fluid homeostasis, which affects and is affected by
a number of pathologies including, e.g., cancer cell metastasis; acquired lymphedema, e.g., induced by surgery, radiation
therapy, or infection; skin conditions, e.g., epidermolysis caused by aging or excessive exposure to ultra-violet light. In
addition, tumor metastasis occurs primarily through the lymphatic system, and the extent of lymph node involvement is
a key prognostic factor for severity of disease. Lymphangiogenesis and the quantity of intratumoral lymphatic vessels
in primary tumors have been correlated with tumor metastasis in animal experiments, for example, in breast cancer.
(Skobe et al., Nature Medicine 7(2):192-198 (2001)). Intratumoral lymphatic vasculature can play an important role in
the metastasis of many tumor types such as breast, colon, lung, thyroid, gastric, squamous cell cancers, mesotheliomas,
osteosarcomas, and neuroblastomas.

G. Administration

[0101] The HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein) or other agent can be administered to
a subject, e.g., a human subject, by a variety of methods. For many applications, the route of administration is one of:
intravenous injection or infusion (IV), subcutaneous injection (SC), intraperitoneally (IP), or intramuscular injection. The
HGF/HGFR modulator can be administered as a fixed dose, or a dose adjusted for the subject’s weight (e.g., a mg/kg
dose).
[0102] The dose can also be chosen to reduce or avoid production of antibodies against the HGF/HGFR modulator.
[0103] The route and/or mode of administration of the can also be tailored for the individual case, e.g., by monitoring
the subject, e.g., using tomographic imaging, lymphangiography, and standard parameters associated with the particular
disease, e.g., criteria for assessing lymphatic and lymphatic system-related disorders.
[0104] Dosage regimens are adjusted to provide the desired response, e.g., a therapeutic response or a combinatorial
therapeutic effect. Generally, any combination of doses (either separate or co-formulated) of the HGF/HGFR modulator
(e.g., an antibody) (and optionally a second agent) can be used in order to provide a subject with the agent in bioavailable
quantities. For example, doses in the range of 1 mg/kg-100 mg/kg, 0.5-20 mg/kg, or 1-10 mg/kg can be administered.
[0105] Dosage unit form or "fixed dose" as used herein refers to physically discrete units suited as unitary dosages
for the subjects to be treated; each unit contains a predetermined quantity of active compound calculated to produce
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the desired therapeutic effect in association with the required pharmaceutical carrier and optionally in association with
the other agent.
[0106] The HGF/HGFR modulator may be administered at least once between about 10 minutes to about 48 hours,
more preferably between about 10 minutes and 24 hours, more preferably within 3 hours, after the onset of symptoms
or manifestation of a lymphatic or lymphatic system-related disorder. For example, the agent may be administered to a
patient suffering or at risk for lymphedema. Single or multiple dosages may be given. Alternatively, or in addition, the
HGF/HGFR modulator agent may be administered via continuous infusion. The treatment can continue for days, weeks,
months or even years so as to adequately modulate lymphangiogenesis in lymphatic or lymphatic system related dis-
orders.
[0107] The HGF/HGFR modulator can be administered one time per week for between about 1 to 10 weeks, preferably
between 2 to 8 weeks, more preferably between about 3 to 7 weeks, and even more preferably for about 4, 5, or 6
weeks. The skilled artisan will appreciate that certain factors may influence the dosage and timing required to effectively
treat a subject, including but not limited to the severity of the disease or disorder, previous treatments, the general health
and/or age of the subject, and other diseases present. Moreover, treatment of a subject with a therapeutically effective
amount of a compound can include a single treatment or, preferably, can include a series of treatments.
[0108] If a subject is at risk for developing a disorder described herein (e.g., filariasis) or another lymphatic system-
related disorder, the HGF/HGFR modulator can be administered before the onset of the condition as a preventative
measure. The duration of such preventative treatment can be a single dosage of the HGF/HGFR modulator or the
treatment may continue (e.g., multiple dosages), for example, a subject at risk for a disorder described herein may be
treated with the HGF/HGFR modulator for days, weeks, months, or even years so as to prevent the injury from occurring.
[0109] A pharmaceutical composition may include a "therapeutically effective amount" of an agent described herein.
Such effective amounts can be determined based on the effect of the administered agent, or the combinatorial effect of
agents if more than one agent is used. A therapeutically effective amount of an agent may also vary according to factors
such as the disease state, age, sex, and weight of the individual, and the ability of the compound to elicit a desired
response in the individual, e.g., amelioration of at least one disorder parameter or amelioration of at least one symptom
of the disorder. A therapeutically effective amount is also one in which any toxic or detrimental effects of the composition
is outweighed by the therapeutically beneficial effects.
[0110] An antagonist of HGF/HGFR can be used to treat cancer. Examples of cancerous disorders include, but are
not limited to, solid tumors, soft tissue tumors, and metastatic lesions. Examples of solid tumors include malignancies,
e.g., sarcomas, adenocarcinomas, and carcinomas, of the various organ systems, such as those affecting lung, breast,
lymphoid, gastrointestinal (e.g., colon), and genitourinary tract (e.g., renal, urothelial cells), pharynx, prostate, ovary as
well as adenocarcinomas which include malignancies such as most colon cancers, rectal cancer, renal-cell carcinoma,
liver cancer, non-small cell carcinoma of the lung, cancer of the small intestine and so forth. Metastatic lesions of the
aforementioned cancers, and particularly metastatic forms of these cancers, can also be treated or prevented using the
methods and compositions described herein.
[0111] The method can be used to treat malignancies of the various organ systems, such as those affecting lung,
breast, lymphoid, gastrointestinal (e.g., colon), and genitourinary tract, prostate, ovary, pharynx, as well as adenocar-
cinomas which include malignancies such as most colon cancers, renal-cell carcinoma, prostate cancer and/or testicular
tumors, non-small cell carcinoma of the lung, cancer of the small intestine and cancer of the esophagus. Exemplary
solid tumors that can be treated include: fibrosarcoma, myxosarcoma, liposarcoma, chondrosarcoma, osteogenic sar-
coma, chordoma, angiosarcoma, endotheliosarcoma, lymphangiosarcoma, lymphangioendotheliosarcoma, synovioma,
mesothelioma, Ewing’s tumor, leiomyosarcoma, rhabdomyosarcoma, colon carcinoma, pancreatic cancer, breast can-
cer, ovarian cancer, prostate cancer, squamous cell carcinoma, basal cell carcinoma, adenocarcinoma, sweat gland
carcinoma, sebaceous gland carcinoma, papillary carcinoma, papillary adenocarcinomas, cystadenocarcinoma, med-
ullary carcinoma, bronchogenic carcinoma, renal cell carcinoma, hepatoma, bile duct carcinoma, choriocarcinoma,
seminoma, embryonal carcinoma, Wilms’ tumor, cervical cancer, testicular tumor, lung carcinoma, small cell lung car-
cinoma, non-small cell lung carcinoma, bladder carcinoma, epithelial carcinoma, glioma, astrocytoma, medulloblastoma,
craniopharyngioma, ependymoma, pinealoma, hemangioblastoma, acoustic neuroma, oligodendroglioma, meningioma,
melanoma, neuroblastoma, and retinoblastoma.
[0112] The term "carcinoma" is recognized by those skilled in the art and refers to malignancies of epithelial or endocrine
tissues including respiratory system carcinomas, gastrointestinal system carcinomas, genitourinary system carcinomas,
testicular carcinomas, breast carcinomas, prostatic carcinomas, endocrine system carcinomas, and melanomas. Ex-
emplary carcinomas include those forming from tissue of the cervix, lung, prostate, breast, head and neck, colon and
ovary. The term also includes carcinosarcomas, e.g., which include malignant tumors composed of carcinomatous and
sarcomatous tissues. An "adenocarcinoma" refers to a carcinoma derived from glandular tissue or in which the tumor
cells form recognizable glandular structures. The term "sarcoma" is recognized by those skilled in the art and refers to
malignant tumors of mesenchymal derivation.
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H. Devices and Kits

[0113] Pharmaceutical compositions that include the HGF/HGFR modulator (e.g., an antibody or soluble HGFR) can
be administered with a medical device. The device can designed with features such as portability, room temperature
storage, and ease of use so that it can be used in emergency situations, e.g., by an untrained subject or by emergency
personnel in the field, removed to medical facilities and other medical equipment. The device can include, e.g., one or
more housings for storing pharmaceutical preparations that include HGF/HGFR modulator, and can be configured to
deliver one or more unit doses of the HGF/HGFR modulator.
[0114] For example, the pharmaceutical composition can be administered with a needleless hypodermic injection
device, such as the devices disclosed in U.S. Pat. Nos. 5,399,163; 5,383,851; 5,312,335; 5,064,413; 4,941,880;
4,790,824; or 4,596,556. Examples of well-known implants and modules include: U.S. Pat. No. 4,487,603, which discloses
an implantable micro-infusion pump for dispensing medication at a controlled rate; U.S. Pat. No. 4,486,194, which
discloses a therapeutic device for administering medicaments through the skin; U.S. Pat. No. 4,447,233, which discloses
a medication infusion pump for delivering medication at a precise infusion rate; U.S. Pat. No. 4,447,224, which discloses
a variable flow implantable infusion apparatus for continuous drug delivery; U.S. Pat. No. 4,439,196, which discloses
an osmotic drug delivery system having multi-chamber compartments; and U.S. Pat. No. 4,475,196, which discloses an
osmotic drug delivery system. Many other devices, implants, delivery systems, and modules are also known.
[0115] A HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein) can be provided in a kit. In one aspect
described herein, the kit includes (a) a container that contains a composition that includes a HGF/HGFR modulator, and
optionally (b) informational material. The informational material can be descriptive, instructional, marketing or other
material that relates to the methods described herein and/or the use of the agents for therapeutic benefit. In one aspect,
the kit also includes a second agent for treating lymphatic and lymphatic system-related disorders. For example, the kit
includes a first container that contains a composition that includes the HGF/HGFR modulator, and a second container
that includes the second agent.
[0116] The informational material of the kits is not limited in its form. In one aspect described herein, the informational
material can include information about production of the compound, molecular weight of the compound, concentration,
date of expiration, batch or production site information, and so forth. In one aspect, the informational material relates to
methods of administering the HGF/HGFR modulator (e.g., an antibody or soluble HGFR protein), e.g., in a suitable dose,
dosage form, or mode of administration (e.g., a dose, dosage form, or mode of administration described herein), to treat
a subject who has had or who is at risk for a lymphatic or lymphatic system-related disorder. The information can be
provided in a variety of formats, include printed text, computer readable material, video recording, or audio recording,
or as information that provides a link or address to substantive material.
[0117] In addition to the HGF/HGFR modulator, the composition in the kit can include other ingredients, such as a
solvent or buffer, a stabilizer, or a preservative. The HGF/HGFR modulator can be provided in any form, e.g., liquid,
dried or lyophilized form, preferably substantially pure and/or sterile. When the agents are provided in a liquid solution,
the liquid solution preferably is an aqueous solution. When the agents are provided in a dried form, reconstitution generally
is achieved by the addition of a suitable solvent. The solvent, e.g., sterile water or buffer, can optionally be provided in
the kit.
[0118] The kit can include one or more containers for the composition or compositions containing the agents. In some
aspects described herein, the kit contains separate containers, dividers or compartments for the composition and infor-
mational material. For example, the composition can be contained in a bottle, vial, or syringe, and the informational
material can be contained in a plastic sleeve or packet. In other aspects described herein, the separate elements of the
kit are contained within a single, undivided container. For example, the composition is contained in a bottle, vial or syringe
that has attached thereto the informational material in the form of a label. In some aspects, the kit includes a plurality
(e.g., a pack) of individual containers, each containing one or more unit dosage forms (e.g., a dosage form described
herein) of the agents. The containers can include a combination unit dosage, e.g., a unit that includes both the HGF/HGFR
modulator and the second agent, e.g., in a desired ratio. For example, the kit includes a plurality of syringes, ampules,
foil packets, blister packs, or medical devices, e.g., each containing a single combination unit dose. The containers of
the kits can be air tight, waterproof (e.g., impermeable to changes in moisture or evaporation), and/or light-tight.
[0119] The kit optionally includes a device suitable for administration of the composition, e.g., a syringe or other suitable
delivery device. The device can be provided pre-loaded with one or both of the agents or can be empty, but suitable for
loading.

III. Methods of Screening for Modulators of HGF/HGFR Pathway Activity

[0120] Screening of putative modulators of expression of HGF/HGFR pathway (e.g., HGF, HGFR, integrin α9 and
stanniocalcin 1) can be carried out by determining the effect of the modulators on HGF or HGFR promoter activity in
vitro or in vivo. For example, a nucleic acid that includes a HGFR promoter (e.g., of the human, monkey or mouse HGFR
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gene) or regulatory region thereof, e.g., Gambarotta et al.(1994), J. Biol. Chem., 269(17):12852-12857 or e.g., a HGF
promoter (e.g., of the human, monkey or mouse HGF gene) or regulatory region thereof, e.g., Bell et al. (1998), J. Biol.
Chem., 273(12):6900-6908 can be operably linked to a nucleic acid that encodes a reporter polypeptide, e.g., one of
the reporter polypeptides described below (e.g., enhanced green fluorescent protein). Other promoters that can be used
include those of other genes modulated by HGF/HGFR pathway activity, e.g., integrin α9 and stanniocalcin 1. The nucleic
acid including the target promoter operably linked to the reporter nucleic acid can be introduced into cells in culture
and/or be used to generate a transgenic animal, allowing evaluation of promoter activity in vivo. In some aspects, a
transgenic animal can also be evaluated for other phenotypes (e.g., induction or repression of gene expression in skin)
affected by administration of an HGF/HGFR modulator.

A. Evaluating Effects of Putative HGF/HGFR Modulators on Skin

[0121] Methods disclosed herein allow evaluating a compound for its effect on the expression of HGF or HGFR or
other target gene in an experimental subject. In some aspects described herein, the effect of a compound on skin (e.g.,
a therapeutic compound for a skin condition) can be evaluated in the same experimental subject in which expression is
determined. The effect on skin is usually determined as an effect on the expression of a gene under the control of a
skin-metabolism-related promoter. Such promoters include those which control the expression and/or synthesis of: a
product which is a component of the skin, e.g., the dermis or epidermis; a product which affects hydration or nutrition of
the skin; a product which promotes the synthesis, or degradation, of components of the skin; a product which affects
the vasculature of the skin; a product which affects hair follicle metabolism; a product which affects skin glandular
structures; a product which affects subcutaneous musculature; a product which affects adipose tissue; or a product
which affects cutaneous nerves.
[0122] Methods disclosed herein are useful for evaluating a compound for an effect on a parameter related to the
appearance or health of the skin, for example, the elasticity of the skin, the propensity of the skin to wrinkle, the ability
of the skin to retain fluids, e.g., water or an oil, the ability of the skin to resist or repair damage, e.g., light or UV induced
damage, the metabolism of hair follicles including growth cycling or pigment deposition, or subcutaneous muscle tone
and function. Generally, effects on these parameters will be evaluated indirectly, e.g., by the effect on the expression
of a reporter gene under the control of a promoter which is normally coupled to a gene which encodes a product which
affects any of these parameters.

Transgenic animals

[0123] Transgenic animals which can be used in the methods described herein (but which do not form part of the
invention) include non-human mammals, such as pigs, e.g., mini-pigs; or rodents, e.g., mice, rats, or guinea pigs, e.g.,
hairless mice (described in, for example, Begona M. et al. (1994) Proc. Natl. Acad. Sci. 91:7717-7721), nude mice,
senescence accelerated mice (described in, for example, Takeda et al. (1991) L. Am. Geriatr. Soc. 39:911-19), or
transgenic mutant mice which exhibit a phenotype of accelerated aging. One or more, and preferably essentially all, of
the cells of the animal include a transgene. The transgenic animals can be homozygous or heterozygous for the transgene.
Mice are a preferred subject animal.
[0124] Many methods of making transgenic animals, e.g., mice, are known in the art. One exemplary approach is
described below.
[0125] Procedures for embryo manipulation and microinjection are described in, for example, Manipulating the Mouse
Embryo (Cold Spring Harbor Laboratory Press, Cold Spring Harbor, NY., 1986,). Mouse zygotes can be collected from
six week old females that have been super ovulated with pregnant mares serum (PMS) followed 48 hours later with
human chorionic gonadotropin. Primed females are placed with males and checked for vaginal plugs on the following
morning. Pseudo pregnant females are selected for estrus, placed with proved sterile vasectomized males and used as
recipients. Zygotes are collected and cumulus cells removed. Furthermore, blastocysts can be harvested. Pronuclear
embryos are recovered from female mice mated to males. Females are treated with pregnant mare serum, PMS, to
induce follicular growth and human chorionic gonadotropin, hCG, to induce ovulation. Embryos are recovered in a
Dulbecco’s modified phosphate buffered saline (DPBS) and maintained in Dulbecco’s modified essential medium
(DMEM) supplemented with 10% fetal bovine serum.
[0126] Microinjection of a transgenic construct can be performed using standard micro manipulators attached to a
microscope. For instance, embryos are typically held in 100 microliter drops of DPBS under oil while being microinjected.
DNA solution is microinjected into the male pronucleus. Successful injection is monitored by swelling of the pronucleus.
Recombinant ES cells can be injected into blastocysts, using similar techniques. Immediately after injection embryos
are transferred to recipient females, e.g. mature mice mated to vasectomized male mice. In a general protocol, recipient
females are anesthetized, paralumbar incisions are made to expose the oviducts, and the embryos are transformed into
the ampullary region of the oviducts. The body wall is sutured and the skin closed with wound clips.
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Screening for the Presence of the Targeting Construct

[0127] Transgenic animals can be identified after birth by standard protocols. DNA from tail tissue can be screened
for the presence of the targeting construct using southern blots and/or PCR. Offspring that appear to be mosaics are
then crossed to each other if they are believed to carry the targeting construct in their germ line to generate homozygous
transgenic animals. If it is unclear whether the offspring will have germ line transmission, they can be crossed with a
parental or other strain and the offspring screened for heterozygosity. The heterozygotes are identified by southern blots
and/or PCR amplification of the DNA.
[0128] The heterozygotes can then be crossed with each other to generate homozygous transgenic offspring. Ho-
mozygotes may be identified by southern blotting of equivalent amounts of genomic DNA from mice that are the product
of this cross, as well as mice that are known heterozygotes and wild type mice. Probes to screen the southern blots can
be designed as set forth above.
[0129] Other means of identifying and characterizing the transgenic offspring are known in the art. For example,
northern blots can be used to probe the mRNA for the presence or absence of transcripts encoding the reporter gene.
In addition, western blots can be used to assess the level of expression of the transgene in various tissues of these
offspring by probing the western blot with an antibody against the protein encoded by the transgene, or an antibody
against the marker gene product, where this gene is expressed. Finally, in situ analysis (such as fixing the cells and
labeling with antibody) and/or FACS (fluorescence activated cell sorting) analysis of various cells from the offspring can
be performed using suitable antibodies to look for the presence or absence of the transgene product. Transgenic animals
can be generated that have two separate transgenes with distinct promoters operably linked to detectably distinct
reporters, e.g., by interbreeding mice transgenic for the individual promoter-reporter transgenes.
[0130] Other transgenic animals can be used in the methods described herein. Methods for the preparation of a variety
of animals are known in the art. A protocol for the production of a transgenic pig can be found in White and Yannoutsos,
Current Topics in Complement Research: 64th Forum in Immunology, pp. 88-94; US Patent No. 5,523,226; US Patent
No. 5,573,933; PCT Application WO93/25071; and PCT Application WO95/04744. A protocol for the production of a
transgenic rat can be found in Bader and Ganten, Clinical and Experimental Pharmacology and Physiology, Supp. 3:S81-
S87, 1996. A protocol for the production of a transgenic cow can be found in Transgenic Animal Technology, A Handbook,
1994, ed., Carl A. Pinkert, Academic Press, Inc. A protocol for the production of a transgenic sheep can be found in
Transgenic Animal Technology, A Handbook, 1994, ed., Carl A. Pinkert, Academic Press, Inc.

Reporter Genes

[0131] Promoter activity can be assayed by coupling a reporter gene to a promoter of interest (e.g., the HGF, HGFR,
integrin α9 or stanniocalcin 1 promoter). The reporter gene can be any gene which encodes a detectable product,
preferably one which can be detected with relative ease, e.g., a gene product which is fluorescent, or which catalyzes
a reaction which can be determined by formation of a colored, fluorescent, or luminescent product. For example, the
reporter gene can encode an enzyme, e.g., an enzyme which produces a detectable product, e.g., a colored, fluorescent,
luminescent product. Reporter genes are known in the art and include a β-galactosidase gene, a luciferase gene, a
green fluorescent protein gene, a cyan fluorescent protein, a yellow fluorescent protein, a red fluorescent protein, an
alkaline phosphatase gene, a horseradish peroxidase gene, a β-lactamase gene, or a chloramphenicol acetyl transferase
gene. Reporter genes are described in, for example, Sambrook, J., Fritsh, E. F., and Maniatis, T. Molecular Cloning: A
Laboratory Manual. 2nd, ed., Cold Spring Harbor Laboratory, Cold Spring Harbor Laboratory Press, Cold Spring Harbor,
NY, 1989.

IV. Diagnostic Assays

A. Nucleic Acid and Protein Detection

[0132] Arrays are useful molecular tools for characterizing a sample, e.g., a sample from a subject. For example, an
array having capture probes for multiple genes, including probes for HGF, HGFR, integrin α9 and stanniocalcin 1 nucleic
acids, or for multiple proteins. Arrays can have many addresses, e.g., locatable sites, on a substrate. The featured arrays
can be configured in a variety of formats, non-limiting examples of which are described below.
[0133] The substrate can be opaque, translucent, or transparent. The addresses can be distributed, on the substrate
in one dimension, e.g., a linear array; in two dimensions, e.g., a planar array; or in three dimensions, e.g., a three
dimensional array. The solid substrate may be of any convenient shape or form, e.g., square, rectangular, ovoid, or
circular.
[0134] Arrays can be fabricated by a variety of methods, e.g., photolithographic methods (see, e.g., U.S. Pat. Nos.
5,143,854; 5,510,270; and 5,527,681), mechanical methods (e.g., directed-flow methods as described in U.S. Pat. No.
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5,384,261), pin based methods (e.g., as described in U.S. Pat. No. 5,288,514), and bead based techniques (e.g., as
described in PCT US/93/04145).
[0135] The capture probe can be a single-stranded nucleic acid, a double-stranded nucleic acid (e.g., which is denatured
prior to or during hybridization), or a nucleic acid having a single-stranded region and a double-stranded region. Preferably,
the capture probe is single-stranded. The capture probe can be selected by a variety of criteria, and preferably is designed
by a computer program with optimization parameters. The capture probe can be selected to hybridize to a sequence
rich (e.g., non-homopolymeric) region of the gene. The Tm of the capture probe can be optimized by prudent selection
of the complementarity region and length. Ideally, the Tm of all capture probes on the array is similar, e.g., within 20, 10,
5, 3, or 2 °C of one another.
[0136] The isolated nucleic acid is preferably mRNA that can be isolated by routine methods, e.g., including DNase
treatment to remove genomic DNA and hybridization to an oligo-dT coupled solid substrate (e.g., as described in Current
Protocols in Molecular Biology, John Wiley & Sons, N.Y). The substrate is washed, and the mRNA is eluted.
[0137] The isolated mRNA can be reversed transcribed and optionally amplified, e.g., by reverse transcription polymer-
ase chain reaction (RT-PCR), e.g., as described in (U.S. Patent No. 4,683,202). The nucleic acid can be an amplification
product, e.g., from PCR (U.S. Patent Nos. 4,683,196 and 4,683,202); rolling circle amplification ("RCA," U.S. Patent No.
5,714,320), isothermal RNA amplification or NASBA (U.S. Patent Nos. 5,130,238; 5,409,818; and 5,554,517), and strand
displacement amplification (U.S. Patent No. 5,455,166). The nucleic acid can be labeled during amplification, e.g., by
the incorporation of a labeled nucleotide. Examples of preferred labels include fluorescent labels, e.g., red-fluorescent
dye Cy53 (Amersham) or green-fluorescent dye Cy33 (Amersham), and chemiluminescent labels, e.g., as described in
U.S. Patent No. 4,277,437. Alternatively, the nucleic acid can be labeled with biotin, and detected after hybridization
with labeled streptavidin, e.g., streptavidin-phycoerythrin (Molecular Probes).
[0138] The labeled nucleic acid can be contacted to the array. In addition, a control nucleic acid or a reference nucleic
acid can be contacted to the same array. The control nucleic acid or reference nucleic acid can be labeled with a label
other than the sample nucleic acid, e.g., one with a different emission maximum. Labeled nucleic acids can be contacted
to an array under hybridization conditions. The array can be washed, and then imaged to detect fluorescence at each
address of the array.
[0139] The expression level of a HGF or HGFR protein can be determined using an antibody specific for the polypeptide
(e.g., using a western blot or an ELISA assay). Moreover, the expression levels of multiple proteins, including HGF and
HGFR, can be rapidly determined in parallel using a polypeptide array having antibody capture probes for each of the
polypeptides. Antibodies specific for a polypeptide can be generated by a method described herein (see "Antibody
Generation").
[0140] A low-density (96 well format) protein array has been developed in which proteins are spotted onto a nitrocel-
lulose membrane (Ge (2000) Nucleic Acids Res. 28, e3, I-VII). A high-density protein array (e.g., 100,000 samples within
222 3 222 mm) used for antibody screening can be produced by spotting proteins onto polyvinylidene difluoride (PVDF)
(Lueking et al. (1999) Anal. Biochem. 270:103-111). See also, e.g., Mendoza et al. (1999). Biotechniques 27:778-788;
MacBeath and Schreiber (2000) Science 289:1760-1763; and De Wildt et al. (2000). Nature Biotech. 18:989-994. These
art-known methods and others can be used to generate an array of antibodies for detecting the abundance of polypeptides
in a sample. The sample can be labeled, e.g., biotinylated, for subsequent detection with streptavidin coupled to a
fluorescent label. The array can then be scanned to measure binding at each address.
[0141] The nucleic acid and polypeptide arrays of the invention can be used in wide variety of applications. For example,
the arrays can be used to analyze a patient sample. The sample is compared to data obtained previously, e.g., known
clinical specimens or other patient samples. Further, the arrays can be used to characterize a cell culture sample, e.g.,
to determine a cellular state after varying a parameter, e.g., exposing the cell culture to an antigen, a transgene, or a
test compound.
[0142] The expression data can be stored in a database, e.g., a relational database such as a SQL database (e.g.,
Oracle or Sybase database environments). The database can have multiple tables. For example, raw expression data
can be stored in one table, wherein each column corresponds to a gene being assayed, e.g., an address or an array,
and each row corresponds to a sample. A separate table can store identifiers and sample information, e.g., the batch
number of the array used, date, and other quality control information.
[0143] Expression profiles obtained from gene expression analysis on an array can be used to compare samples
and/or cells in a variety of states as described in Golub et al. ((1999) Science 286:531). In one aspect described herein,
expression (e.g., mRNA expression or protein expression) information for a gene encoding HGF and/or a gene encoding
HGFR are evaluated, e.g., by comparison a reference value, e.g., a reference value. Reference values can be obtained
from a control, a reference subject. Reference values can also be obtained from statistical analysis, e.g., to provide a
reference value for a cohort of subject, e.g., age and gender matched subject, e.g., normal subjects or subject who have
or at risk for a lymphatic or lymphatic system-related disorder. Statistical similarity to a particular reference (e.g., to a
reference for a risk-associated cohort) or a normal cohort can be used to provide an assessment (e.g., an indication of
risk a lymphatic disorder) to a subject, e.g., a subject who has not a prior lymphatic disorder, a subject who has a risk
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for a lymphatic disorder (e.g., a genetic predisposition), or a subject who has had a lymphatic disorder.
[0144] Subjects suitable for treatment can also be evaluated for expression and/or activity of HGF/HGFR pathway
activity, e.g., HGF expression, HGFR expression, integrin α9 expression and stanniocalcin 1 expression, as well as
modification states or other parameters associated with these factors. In some aspects, subjects can be identified as
suitable for treatment if the expression and/or activity for HGF and/or HGFR is altered (e.g., elevated) relative to a
reference, e.g., reference value, e.g., a reference value associated with normal.
[0145] Subjects who are being administered an agent described herein or other treatment for a lymphatic or lymphatic
system-related disorder can be evaluated as described for expression and/or activity of HGF and/or HGFR. The subject
can be evaluated at multiple times. e.g., at multiple times during a course of therapy, e.g., during a therapeutic regimen.
Treatment of the subject can be modified depending on how the subject is responding to the therapy. For example, a
reduction in HGF and/or HGFR expression or activity can be indicative of responsiveness if the agent being administered
is an antagonist.
[0146] Particular effects mediated by an agent may show a difference (e.g., relative to an untreated subject, control
subject, or other reference) that is statistically significant (e.g., P value < 0.05 or 0.02). Statistical significance can be
determined by any art known method. Exemplary statistical tests include: the Students T-test, Mann Whitney U non-
parametric test, and Wilcoxon non-parametric statistical test. Some statistically significant relationships have a P value
of less than 0.05 or 0.02.

B. Methods of Evaluating Genetic Material

[0147] There are numerous methods for evaluating genetic material to provide genetic information. These methods
can be used to evaluate a genetic locus that includes a gene encoding HGF or a gene encoding HGFR, as well as other
loci. The methods can be used to evaluate one or more nucleotides, e.g., a coding or non-coding region of the gene,
e.g., in a regulatory region (e.g., a promoter, a region encoding an untranslated region or intron, and so forth).
[0148] Nucleic acid samples can analyzed using biophysical techniques (e.g., hybridization, electrophoresis, and so
forth), sequencing, enzyme-based techniques, and combinations-thereof. For example, hybridization of sample nucleic
acids to nucleic acid microarrays can be used to evaluate sequences in an mRNA population and to evaluate genetic
polymorphisms. Other hybridization based techniques include sequence specific primer binding (e.g., PCR or LCR);
Southern analysis of DNA, e.g., genomic DNA; Northern analysis of RNA, e.g., mRNA; fluorescent probe based tech-
niques (see, e.g., Beaudet et al. (2001) Genome Res. 11(4):600-8); and allele specific amplification. Enzymatic techniques
include restriction enzyme digestion; sequencing; and single base extension (SBE). These and other techniques are
well known to those skilled in the art.
[0149] Electrophoretic techniques include capillary electrophoresis and Single-Strand Conformation Polymorphism
(SSCP) detection (see, e.g., Myers et al. (1985) Nature 313:495-8 and Ganguly (2002) Hum Mutat. 19(4):334-42). Other
biophysical methods include denaturing high pressure liquid chromatography (DHPLC).
[0150] In one aspect described herein, allele specific amplification technology that depends on selective PCR ampli-
fication may be used to obtain genetic information. Oligonucleotides used as primers for specific amplification may carry
the mutation of interest in the center of the molecule (so that amplification depends on differential hybridization) (Gibbs
et al. (1989) Nucl. Acids Res. 17:2437-2448) or at the extreme 3’ end of one primer where, under appropriate conditions,
mismatch can prevent, or reduce polymerase extension (Prossner (1993) Tibtech 11:238). In addition, it is possible to
introduce a restriction site in the region of the mutation to create cleavage-based detection (Gasparini et al. (1992) Mol.
Cell Probes 6:1). In another aspect, amplification can be performed using Taq ligase for amplification (Barany (1991)
Proc. Natl. Acad. Sci USA 88:189). In such cases, ligation will occur only if there is a perfect match at the 3’ end of the
5’ sequence making it possible to detect the presence of a known mutation at a specific site by looking for the presence
or absence of amplification.
[0151] Enzymatic methods for detecting sequences include amplification based-methods such as the polymerase
chain reaction (PCR; Saiki, et al. (1985) Science 230:1350-1354) and ligase chain reaction (LCR; Wu. et al. (1989)
Genomics 4:560-569; Barringer et al. (1990), Gene 1989:117-122; F. Barany (1991) Proc. Natl. Acad. Sci. USA
1988:189-193); transcription-based methods utilize RNA synthesis by RNA polymerases to amplify nucleic acid (U.S.
Pat. Nos. 6,066,457; 6,132,997; and 5,716,785; Sarkar et al., (1989) Science 244:331-34; Stofler et al., (1988) Science
239:491); NASBA(U.S. Patent Nos. 5,130,238; 5,409,818; and 5,554,517); rolling circle amplification (RCA; U.S. Patent
Nos. 5,854,033 and 6,143,495) and strand displacement amplification (SDA; U.S. Patent Nos. 5,455,166 and 5,624,825).
Amplification methods can be used in combination with other techniques.
[0152] Other enzymatic techniques include sequencing using polymerases, e.g., DNA polymerases and variations
thereof such as single base extension technology. See, e.g., U.S. Pat. Nos. 6,294,336; 6,013,431; and 5,952,174.
[0153] Fluorescence based detection can also be used to detect nucleic acid polymorphisms. For example, different
terminator ddNTPs can be labeled with different fluorescent dyes. A primer can be annealed near or immediately adjacent
to a polymorphism, and the nucleotide at the polymorphic site can be detected by the type (e.g., "color") of the fluorescent
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dye that is incorporated.
[0154] Hybridization to microarrays can also be used to detect polymorphisms, including SNPs. For example, a set
of different oligonucleotides, with the polymorphic nucleotide at varying positions with the oligonucleotides can be po-
sitioned on a nucleic acid array. The extent of hybridization as a function of position and hybridization to oligonucleotides
specific for the other allele can be used to determine whether a particular polymorphism is present. See, e.g., U.S. Pat.
No. 6,066,454.
[0155] In one implementation, hybridization probes can include one or more additional mismatches to destabilize
duplex formation and sensitize the assay. The mismatch may be directly adjacent to the query position, or within 10, 7,
5, 4, 3, or 2 nucleotides of the query position. Hybridization probes can also be selected to have a particular Tm, e.g.,
between 45-60 °C, 55-65 °C, or 60-75 °C. In a multiplex assay, Tms can be selected to be within 5, 3, or 2 °C of each other.
[0156] It is also possible to directly sequence the nucleic acid for a particular genetic locus, e.g., by amplification and
sequencing, or amplification, cloning and sequence. High throughput automated (e.g., capillary or microchip based)
sequencing apparati can be used. In still other aspects described herein, the sequence of a protein of interest is analyzed
to infer its genetic sequence. Methods of analyzing a protein sequence include protein sequencing, mass spectroscopy,
sequence/epitope specific immunoglobulins, and protease digestion.
[0157] Any combination of the above methods can also be used. The above methods can be used to evaluate any
genetic locus, e.g., in a method for analyzing genetic information from particular groups of individuals or in a method for
analyzing a polymorphism associated with a lymphatic or lymphatic system-related disorder, e.g., in a gene encoding
HGF, HGFR, integrin α9 or stanniocalcin 1.

C. In Vivo Imaging

[0158] HGFR HGF/HGFR binding agents (e.g., antibodies) can be used detecting the presence of HGF and/or HGFR
in vivo (e.g., in vivo imaging in a subject), respectively. The method can be used to evaluate (e.g., diagnose, localize,
or stage) a condition described herein, e.g., a lymphatic disorder or risk for such a disorder. The method includes: (i)
administering to a subject (and optionally a control subject) a HGF/HGFR binding agent (e.g., an antibody that binds to
HGF or HGFR), under conditions that allow interaction of the binding agent and HGF or HGFR to occur; and (ii) detecting
the binding agent, for example, to locate or otherwise identify HGF or HGFR expressing cells. A statistically significant
increase in the amount of the complex in the subject relative to the reference, e.g., the control subject or subject’s
baseline, can be a factor that may lead to a diagnosis of a lymphatic or lymphatic system-related disorder or risk for
such a disorder.
[0159] Preferably, the HGF/HGFR binding agent used in the in vivo (and also in vitro) diagnostic methods is directly
or indirectly labeled with a detectable substance to facilitate detection of the bound or unbound binding agent. Suitable
detectable substances include various enzymes, prosthetic groups, fluorescent materials, luminescent materials and
radioactive materials. In one aspect described herein, the HGF or HGFR binding protein is coupled to a radioactive ion,
e.g., indium (111In), iodine (131I or 125I), yttrium (90Y), actinium (225Ac), bismuth (212Bi or 213Bi), sulfur (35S), carbon
(14C), tritium (3H), rhodium (188Rh), or phosphorous (32P). In another aspect, the HGF/HGFR binding protein is labeled
with an NMR contrast agent.
[0160] In one aspect, we describe a method of imaging vasculature (e.g., lymphatic vasculature) in a patient who is
at risk for a lymphatic or lymphatic system-related disorder, or has such a disorder which is progressing. The method
includes: providing an agent that binds to HGF or HGFR, e.g., an agent described herein, wherein the protein is physically
associated to an imaging agent; administering the agent to a patient, e.g., with a risk for a lymphatic or lymphatic system-
related disorder; and locating the agent within the patient, e.g., by imaging the patient, e.g., to detect HGF or HGFR
expressing cells.

EXAMPLES

Example 1. HGFR is Expressed at a Higher Level in Lymphatic Endothelial Cells than in

Blood Vascular Endothelial Cells and Is Functional

[0161] Quantitative real-time RT-PCR (QPCR) confirmed that three independently established lines of primary LEC
expressed high levels of mRNA of the major lymphatic lineage markers Prox1 and LYVE-1 but expressed low levels of
the blood vascular lineage marker Flt-1, relative to blood vascular endothelial cells (BVEC) (Fig. 1A-C). HGFR mRNA
levels in LEC were measured by QPCR and found to be at more than 2-fold higher than levels in BVEC (Fig. 1D). In
addition, immunoprecipitation and western blot analyses demonstrated that HGFR protein expression was higher in LEC
than in BVEC (Fig. 1E). Since treatment of LEC with 30 ng/ml HGF resulted in increased phosphorylation of HGFR (Fig.
1F), HGFR is functional in LEC. In sum, HGFR is expressed at a higher level in LEC than in BVEC and is activated when
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LEC are treated with HGF.

Example 2. HGFR Expression is Expressed in Lymphatic Vessels During Inflammation

and Tissue Repair In Vivo

[0162] Differential immunofluorescence analyses of normal mouse skin were performed, using antibodies against
HGFR and against the lymphatic-specific hyaluronan receptor LYVE-1. Little or no expression of HGFR was detected
in quiescent lymphatic vessels in normal skin. In order to determine whether HGFR might be upregulated by lymphatic
endothelium during pathological processes, we immunostained samples of chronically inflamed murine skin obtained
from experimentally induced delayed-type hypersensitivity reactions in VEGF-Atransgenic (VEGF-TG) mice that are
characterized by lymphatic vessel enlargement and proliferation, Kunstfeld et al. (2004), Blood, 104(4):1048-1057. Seven
days after induction of skin inflammation, enlarged LYVE-1-positive lymphatic vessels were detected in VEGF-TG mice
but not in wild-type mice (Fig. 2A, D). LYVE-1-positive lymphatic vessels strongly expressed HGFR, whereas little or no
HGFR expression was detected in the normal lymphatic vessels of wild-type mice (Fig. 2A-F).
[0163] Two to three weeks after experimentally-induced full-thickness skin wounds in mice, pronounced lymphangio-
genesis is found within the granulation tissue. Double immunofluorescence analyses of wound tissue at day 21 after
wounding revealed several LYVE-1-positive lymphatic vessels that also expressed HGFR (Fig. 2G-L).
[0164] To further characterize the possible role of HGFR during embryonic lymphatic vessel formation, mouse em-
bryonic tissues were examined at embryonic days (E) 10.5 to 14.5 when active budding and proliferation of lymphatic
vessel progenitors occurs. At E11.5, LYVE-1 expression was detected on endothelial cells of the anterior cardinal vein.
These cells expressed little or no HGFR, whereas HGFR expression was already detected within the pharyngeal region
of the foregut and in mesenchymal cells (Fig. 3A-C). However, at E12.5, HGFR expression was clearly detectable on
LYVE-1-positive endothelial cells of the anterior cardinal vein (Fig. 3F: arrowheads), whereas only occasional HGFR
expression was found on endothelial cells lining the primitive lymph sacs, overlapping with LYVE-1 reactivity (Fig. 3D-
F). By E14.5, strong HGFR expression was detected on the vast majority of LYVE-1-positive lymphatic endothelial cells
(Fig. 3G-I). At this stage, HGFR was still weakly expressed by endothelial cells lining the jugular vein and artery, which
were LYVE-1-negative.

Example 3. HGF Directly Promotes LEC Proliferation and Emigration

[0165] HGF is the only known ligand of HGFR and has been shown to induce proliferation and migration of human
vascular endothelial cells (HVEC), e.g., Bussolino et al. (1992), J. Cell Biol., 119:629-641. To investigate whether the
differential expression levels of HGFR by LEC versus BVEC might result in their differential response toward HGF
stimulation, we next investigated the effects of HGF on LEC versus BVEC proliferation in vitro. HGF potently induced
LEC proliferation with a minimal effective concentration of 1 ng/ml (p < 0.01), as compared with untreated control cultures.
Although HGF also induced BVEC proliferation at this concentration, the extent of growth stimulation was higher in LEC
than in BVEC (Fig. 4A). Thus far, VEGF-C and VEGF-D are the only known growth factors that directly promote LEC
proliferation via activation of the VEGF receptor-3 (VEGFR-3), e.g., Jussila and Alitalo (2002), Physiol Rev, 82:673-700,
and effects of FGF-2 on lymphangiogenesis have been proposed to be the result of upregulation of VEGFR-3 ligands
because they could be inhibited by blockade of the VEGFR-3 pathway, e.g., Chang et al. (2004), PNAS, 101:11658-11663;
Kubo et al. (2002), PNAS, 99:8868-8873. To investigate whether HGF directly or indirectly stimulates LEC proliferation,
we next treated LEC with HGF, in the presence or absence of blocking antibodies against VEGFR-3 or HGFR. Incubation
of LEC with a HGFR blocking antibody potently blocked the stimulation of LEC proliferation by HGF (p < 0.001), whereas
incubation with a VEGFR-3 blocking antibody - at a dose that efficiently blocked growth stimulation by VEGF-C (data
not shown) - or with control IgG did not affect HGF-induced proliferation (Fig. 4B). These results indicate that HGF-
induced LEC proliferation occurs independently from activation of the VEGF-R3 pathway and is dependent upon efficient
binding of HGF to its receptor.
[0166] HGF treatment also dose-dependently promoted migration of LEC and BVEC, with a minimal effective con-
centration of 3 ng/ml (Fig. 4C). To investigate whether HGF stimulation might also promote the formation of lymphatic
tubes in vitro, confluent LEC cultures were overlaid with type I collagen as previously described Hirakawa et al. (2003),
Am. J. Pathol., 162:575-586. HGF potently induced cord formation by LEC with a minimal effective dose of 3 ng/ml (p
< 0.001), as compared with untreated control cultures (Fig. 5A, B).

Example 4. HGF Promotes Lymphatic Vessel Formation In Vivo

[0167] To investigate whether HGF might also induce lymphangiogenesis in vivo, we implanted matrigels with or
without HGF subcutaneously into FVB mice as described in Hirakawa et al. (2003), Am. J. Pathol., 162:575-586. Immu-
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nostaining for the lymphatic-specific glycoprotein podoplanin, e.g., Schacht et al. (2003), EMBO J., 22:3546-3556,
revealed pronounced formation of new lymphatic vessels within HGF-containing matrigels at day 7 after implantation,
whereas no lymphatic vessels were observed within control matrigels (Fig. 5C,D).

Example 5. Systemic Blockade of HGFR Inhibits Lymphatic Vessel Enlargement During

Experimental Skin Inflammation

[0168] Because we found that HGFR was strongly expressed by the enlarged lymphatic vessels during experimental
skin inflammation in mice, we next investigated whether HGF might directly contribute to lymphatic vessel enlargement
in vivo. Delayed-type hypersensitivity reactions were induced by topical application to mouse ears as described Kunstfeld
et al. (2004), Blood, 104(4):1048-1057. One day prior to induction of experimental inflammation, 100 mg of a blocking
antibody against HGFR or an equal amount of control immunoglobulin G were injected intraperitoneally. Immunofluo-
rescence analyses at 24 hours after induction of inflammation revealed a greatly reduced size of lymphatic vessels in
mice that had received treatment with the HGF-R blocking antibody, as compared with mice that had received control
IgG (Fig. 6A, B). Computer-assisted morphometric analyses of sections stained for LYVE-1 and CD31 demonstrated
that the average size of lymphatic vessels, and the percentage of tissue area covered by lymphatic vessels, were
significantly decreased after injection of the HGF-R blocking antibody (P < 0.01), as compared with control IgG-treated
mice (Fig. 6C, D). The density of lymphatic vessels was not significantly different between the two treatment groups
(Fig. 6E).

Example 6. HGF Promotes LEC Migration via Integrin α9

[0169] To define possible molecular mechanisms that might mediate the effects of HGF on LEC, two independent
lines of LEC were incubated with or without 30 ng/ml HGF for 6 hours, followed by microarray analyses using the
Affymetrix HU133v2™ arrays. We found that stanniocalcin 1 was one of the most highly up-regulated genes after HGF
treatment. Moreover, the expression of the integrin alpha 9 was also significantly upregulated after HGF treatment.
These results were confirmed by QPCR analysis (Fig. 7A).
[0170] Co-incubation of LEC with HGF in the presence or absence of a specific integrin alpha 9 blocking antibody
revealed that blockade of the integrin alpha 9 partially blocked HGF-induced migration (p = 0.0143), whereas incubation
with a HGF-R blocking antibody completely inhibited the effect of HGF on LEC migration (p = 0.0074) (Fig. 7B).

Example 7. HGF Promotes Lymphatic Vessel Formation In Vivo Independently of VEGF

[0171] To determine the effect of HGF overexpression in vivo, the lymphatic vasculature was investigated in previously
established metallothionein I promoter-driven HGF transgenic mice (Takayama et al. (1996) Proc. Natl. Acad. Sci. USA,
93:5866-5871). The analysis focused on the skin and the small intestine where lymphatic vessels are most abundant
and where abnormalities of the lymphatic system are most easily detected in genetic mouse models. Vascular enlarge-
ment was detected in the mucosa and submucosa of the ileum in HGF transgenic mice (Fig. 8B), as compared with
wild-type mice (Fig. 8A). Immunofluorescence stains for the lymphatic-specific marker podoplanin revealed pronounced
dilation of central lacteals and enlargement of lymphatic vessels in the submucosa of the ileum in HGF transgenic mice
(Fig. 8C, D). Podoplanin stains also revealed an increased number and an enlargement of lymphatic vessels in the skin
of HGF transgenic mice (Figure 8G, H), whereas no major histological abnormalities were observed (Fig. 8E, F). Enhanced
lymphatic vessel formation and enlargement were also observed in the duodenum and liver of HGF transgenic mice.
[0172] To examine whether HGF promotes the formation of new lymphatic vessels directly or indirectly via the VEGFR-
3 pathway, slow-release pellets (with or without HGF) were implanted subcutaneously into mouse ears, and mice were
treated systemically with a blocking antibody against mouse VEGFR-3 or with control IgG. After 14 days, immunofluo-
rescence stains for CD31 and LYVE-1 revealed pronounced lymphatic vessel formation surrounding HGF-containing
pellets, but not surrounding control pellets (Fig. 9A-C). However, treatment with an anti-VEGFR-3 blocking antibody did
not prevent lymphatic vessel formation induced by HGF (Fig. 9B, C). Mice implanted with HGF-containing pellets showed
moderately enhanced formation of blood vessels.
[0173] The results shown in these examples indicate that HGF is a protein target for controlling lymphangiogenesis.

SEQUENCE LISTING

[0174]

<110> The General Hospital Corporation
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<120> MONITORING AND MODULATING HGF/HGFR
ACTIVITY

<130> PC780954EPA

<150> 06749190.2
<151> 2006-03-30

<150> US 60/667,463
<151> 2005-03-31

<160> 8

<170> FastSEQ for Windows Version 4.0

<210> 1
<211> 728
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<210> 2
<211> 696
<212> PRT
<213> Pan troglodytes
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<210> 3
<211> 728
<212> PRT
<213> Mus musculus

<400> 3
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<210> 4
<211> 728
<212> PRT
<213> Rattus norvegicus

<400> 4



EP 2 674 165 B1

37

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

38

5

10

15

20

25

30

35

40

45

50

55

<210> 5
<211> 1390
<212> PRT
<213> Homo sapiens

<400> 5
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<210> 6
<211> 1408
<212> PRT
<213> Pan troglodytes

<400> 6



EP 2 674 165 B1

43

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

44

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

45

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

46

5

10

15

20

25

30

35

40

45

50

55

<210> 7
<211> 1379
<212> PRT
<213> Mus musculus

<400> 7
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<210> 8
<211> 1382
<212> PRT
<213> Rattus norvegicus

<400> 8



EP 2 674 165 B1

51

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

52

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

53

5

10

15

20

25

30

35

40

45

50

55



EP 2 674 165 B1

54

5

10

15

20

25

30

35

40

45

50

55

Claims

1. A therapeutically effective amount of an agonist of hepatocyte growth factor (HGF) receptor for use in increasing
lymphatic vessel formation in a subject as part of a therapeutic treatment method, wherein the agonist is selected
from the group consisting of a HGF polypeptide or a biologically active fragment thereof, and a nucleic acid encoding
a HGF polypeptide or a biologically active fragment thereof, wherein the HGF polypeptide is at least 80% identical
to any of SEQ ID NOs: 1-4 or any naturally occurring variant of HGF, and the biologically active fragment is a
fragment of SEQ ID NOs: 1-4 or any naturally occurring variant of HGF and has agonist activity for an HGF receptor.

2. The composition for use according to claim 1, wherein the agonist is the HGF polypeptide or the biologically active
fragment thereof.

3. The composition for use according to claim 2, wherein the HGF polypeptide is a human HGF polypeptide or the
biologically active fragment is a biologically active fragment of a human HGF polypeptide.

4. The composition for use according to claim 3, wherein the human HGF polypeptide is a processed, mature human
HGF polypeptide.

5. The composition for use according to claim 4, wherein the processed, mature human HGF polypeptide comprises:

an α subunit consisting of amino acids 55 to 494 of SEQ ID NO: 1; and
a β subunit consisting of amino acids 495 to 728 of SEQ ID NO: 1.

6. The composition for use according to claim 1, wherein the agonist is the nucleic acid encoding a HGF polypeptide
or the biologically active fragment thereof.

7. The composition for use according to claim 6, wherein the agonist is a nucleic acid encoding human HGF polypeptide
or a biologically active fragment of a human HGF polypeptide.

8. The composition for use according to claim 7, wherein the nucleic acid encodes a polypeptide that is at least 90%,
at least 92%, at least 94%, at least 96%, at least 98%, or at least 99%, or 100% identical to SEQ ID NO: 1.

9. The composition for use according to any one of claims 1-8, wherein the agonist is formulated for intravenous,
subcutaneous, intramuscular, or intraperitoneal injection.

10. The composition for use according to claim 9, wherein the agonist is formulated for subcutaneous injection.

11. The composition for use according to any one of claims 1-8, wherein the agonist is formulated for topical adminis-
tration.

12. The composition for use according to any one of claims 1-11, wherein the agonist is formulated as a pharmaceutical
composition that includes a pharmaceutically acceptable carrier.

13. The composition for use according to any one of claims 1-12, wherein the subject is human.
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Patentansprüche

1. Therapeutisch wirksame Menge eines Agonisten des Hepatozytenwachstumsfaktor(HGF)-Rezeptors zur Verwen-
dung bei der Steigerung der Bildung von Lymphgefäßen bei einem Patienten als Teil eines therapeutischen Be-
handlungsverfahrens, wobei der Agonist aus der Gruppe ausgewählt ist, die aus einem HGF-Polypeptid oder einem
biologisch aktiven Fragment davon und einer Nucleinsäure besteht, die für ein HGF-Polypeptid oder ein biologisch
aktives Fragment davon codiert, wobei das HGF-Polypeptid zu mindestens 80 % identisch mit einem der SEQ ID
NO: 1-4 oder einer natürlich vorkommenden Variante von HGF ist und das biologisch aktive Fragment ein Fragment
von SEQ ID NO: 1-4 oder einer natürlich vorkommenden Variante von HGF ist und agonistische Aktivität für einen
HGF-Rezeptor aufweist.

2. Zusammensetzung zur Verwendung nach Anspruch 1, wobei der Agonist das HGF-Polypeptid oder das biologisch
aktive Fragment davon ist.

3. Zusammensetzung zur Verwendung nach Anspruch 2, wobei das HGF-Polypeptid ein humanes HGF-Polypeptid
ist oder das biologisch aktive Fragment ein biologisch aktives Fragment eines humanen HGF-Polypeptids ist.

4. Zusammensetzung zur Verwendung nach Anspruch 3, wobei das humane HGF-Polypeptid ein prozessiertes, voll
entwickeltes humanes HGF-Polypeptid ist.

5. Zusammensetzung zur Verwendung nach Anspruch 4, wobei das prozessierte, voll entwickelte humane HGF-
Polypeptid aufweist:

eine α-Untereinheit, die aus den Aminosäuren 55 bis 494 von SEQ ID Nr.: 1 besteht; und
eine β-Untereinheit, die aus den Aminosäuren 495 bis 728 von SEQ ID Nr.: 1 besteht.

6. Zusammensetzung zur Verwendung nach Anspruch 1, wobei der Agonist die Nucleinsäure ist, die für ein HGF-
Polypeptid oder das biologisch aktive Fragment davon codiert.

7. Zusammensetzung zur Verwendung nach Anspruch 6, wobei der Agonist eine Nucleinsäure ist, die für ein humanes
HGF-Polypeptid oder ein biologisch aktives Fragment eines humanen HGF-Polypeptids codiert.

8. Zusammensetzung zur Verwendung nach Anspruch 7, wobei die Nucleinsäure für ein Polypeptid codiert, das zu
mindestens 90 %, mindestens 92 %, mindestens 94 %, mindestens 96 %, mindestens 98 % oder mindestens 99
% oder zu 100 % identisch mit SEQ ID Nr.: 1 ist.

9. Zusammensetzung zur Verwendung nach einem der Ansprüche 1-8, wobei der Agonist für intravenöse, subkutane,
intramuskuläre oder intraperitoneale Injektion formuliert ist.

10. Zusammensetzung zur Verwendung nach Anspruch 9, wobei der Agonist für subkutane Injektion formuliert ist.

11. Zusammensetzung zur Verwendung nach einem der Ansprüche 1-8, wobei der Agonist für topische Verabreichung
formuliert ist.

12. Zusammensetzung zur Verwendung nach einem der Ansprüche 1-11, wobei der Agonist als eine pharmazeutische
Zusammensetzung formuliert ist, die einen pharmazeutisch akzeptierbaren Träger enthält.

13. Zusammensetzung zur Verwendung nach einem der Ansprüche 1-12, wobei der Patient ein Mensch ist.

Revendications

1. Quantité thérapeutiquement efficace d’un agoniste du récepteur du facteur de croissance des hépatocytes (HGF)
à utiliser pour accroître la formation des vaisseaux lymphatiques chez un sujet comme partie d’un procédé de
traitement thérapeutique, où l’agoniste est sélectionné parmi le groupe consistant en un polypeptide HGF ou un
fragment biologiquement actif de celui-ci, et un acide nucléique codant un polypeptide HGF ou un fragment biolo-
giquement actif de celui-ci, où le polypeptide HGF est au moins à 80 % identique à n’importe quelle SEQ ID nos: 1
à 4 ou n’importe quel variant d’origine naturelle du HGF, et le fragment biologiquement actif est un fragment des
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SEQ ID nos: 1 à 4 ou n’importe quel variant d’origine naturelle et présente une activité agoniste pour un récepteur HGF.

2. Composition à utiliser selon la revendication 1, dans laquelle l’agoniste est le polypeptide HGF ou le fragment
biologiquement actif de celui-ci.

3. Composition à utiliser selon la revendication 2, dans laquelle le polypeptide HGF est un polypeptide HGF humain
ou le fragment biologiquement actif est un fragment biologiquement actif d’un polypeptide HGF humain.

4. Composition à utiliser selon la revendication 3, dans laquelle le polypeptide HGF humain est un polypeptide HGF
humain mature, remanié.

5. Composition à utiliser selon la revendication 4, dans lequel le polypeptide HGF humain mature, remanié comprend:

une sous-unité α consistant en les acides aminés 55 à 494 de la SEQ ID n°: 1; et
une sous-unité β consistant en les acides aminés 495 à 728 de la SEQ ID n°: 1.

6. Composition à utiliser selon la revendication 1, dans laquelle l’agoniste est l’acide nucléique codant un polypeptide
HGF ou le fragment biologiquement actif de celui-ci.

7. Composition à utiliser selon la revendication 6, dans laquelle l’agoniste est un acide nucléique codant le polypeptide
HGF humain ou un fragment biologiquement actif d’un polypeptide HGF humain.

8. Composition à utiliser selon la revendication 7, dans laquelle l’acide nucléique code un polypeptide qui est au moins
à 90 %, au moins à 92 %, au moins à 94 %, au moins à 96 %, au moins à 98 %, ou au moins à 99 %, ou à 100 %
identique à la SEQ ID n°: 1.

9. Composition à utiliser selon l’une quelconque des revendications 1 à 8, dans laquelle l’agoniste est formulé pour
injection intraveineuse, sous-cutanée, intramusculaire, ou intrapéritonéale.

10. Composition à utiliser selon la revendication 9, dans laquelle l’agoniste est formulé pour injection sous-cutanée.

11. Composition à utiliser selon l’une quelconque des revendications 1 à 8, dans laquelle l’agoniste est formulé pour
l’administration topique.

12. Composition à utiliser selon l’une quelconque des revendications 1 à 11, dans laquelle l’agoniste est formulé comme
une composition pharmaceutique qui comprend un véhicule pharmaceutiquement acceptable.

13. Composition à utiliser selon l’une quelconque des revendications 1 à 12, dans laquelle le sujet est un être humain.
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