EP 1127 944 B9

(19)

(12)

Européisches
Patentamt

European

Patent Office

Office européen
des brevets

(1) EP 1 127 944 B9

CORRECTED EUROPEAN PATENT SPECIFICATION

(15) Correction information: (51) Int Cl.:
Corrected versionno 1 (W1 B1) CO7K 14/47 (2006.01) C12N 9/12(2006.01)
Corrections’ see C12N 15/09 (2006.01) GO1N 33/564 (2006.01)
Description Paragraph(s) 1 GO1N 33/15(2006.01) GO1N 33/577 276:01)
Claims EN 4,13,17 AG61K 45/00 (2006.01) C12Q 1/02(2006.01)
GO1N 33/53(2006.01) C12Q 1/48(2006.01)
(48) Corrigendum issued on: . I
12.08.2009 Bulletin 2009/33 (86) International application number:
A PCT/JP1999/005817
(45) Date of publication and mention | . | licat )
of the grant of the patent: (87) Vr\;ter;atlona2 pu1b |C£2at|on4n;mber. , )
04.02.2009 Bulletin 2009/06 0 2000/023610 (27.04.2000 Gazette 2000/17)
(21) Application number: 99949347.1
(22) Date of filing: 21.10.1999
(54) METHODS FOR SCREENING COMPOUNDS INHIBITING INFLAMMATORY CYTOKINE
PRODUCTION
VERFAHREN ZUM SCREENEN VON VERBINDUNGEN, DIE DIE PRODUKTION VON
ENTZUNDUNGSZYTOKINEN INHIBIEREN
METHODES DE CRIBLAGE DE COMPOSES EMPECHANT LA PRODUCTION DE CYTOKINES
INFLAMMATOIRES
(84) Designated Contracting States: * SUGAMATA, Yasuhiro,
ATBECHCYDEDKESFIFRGB GRIEITLILU Chugai Seiyaku K.K
MC NL PT SE Gotemba-shi,
Shizuoka 412-8513 (JP)
(30) Priority: 21.10.1998 JP 29996298 ¢ MATSUMOTO, Kunihiro
Showa-ku
(43) Date of publication of application: Nagoya-shi,
29.08.2001 Bulletin 2001/35 Aichi 466-0801 (JP)
(73) Proprietor: CHUGAI SEIYAKU KABUSHIKI (74) Representative: Vossius & Partner
KAISHA Siebertstralle 4
Tokyo, 115-8543 (JP) 81675 Miinchen (DE)
(72) Inventors: (56) References cited:

TSUCHIYA, Masayuki,
Chugai Seiyaku K.K
Gotemba-shi,
Shizuoka 412-8513 (JP)
OHTOMO, Toshihiko,
Chugai Seiyaku K.K
Gotemba-shi,
Shizuoka 412-8513 (JP)

EP-A2- 0 803 571
WO-A1-99/21010

WO-A1-98/03663
WO-A1-99/40202

H. SAKURAI ET AL.: 'NF-kappaB Activation
System Involving TAK1’ INFLAMMATION vol. 19,
no. 4, 31 July 1999, pages 197 - 202, XP002927281
H. SAKURAI ET AL.: 'Functional interactions of
transforming growth factor beta-activated kinase
1 with IkappaB kinases to stimulate NF-kappaB
activation’ J. BIOL. CHEM. vol. 274, no. 15, 09
April 1999, pages 10641 - 10648, XP002927282

Note: Within nine months of the publication of the mention of the grant of the European patent in the European Patent
Bulletin, any person may give notice to the European Patent Office of opposition to that patent, in accordance with the
Implementing Regulations. Notice of opposition shall not be deemed to have been filed until the opposition fee has been

paid.

(Art. 99(1) European Patent Convention).

Printed by Jouve, 75001 PARIS (FR)

(Cont. next page)



EP 1 127 944 B9

J. TSUIJI ET AL.: °'The Role of MAP Kinase,
Kinase, Kinase; TAK1 in the IL-1 Signaling
Pathway’ EXPERIMENTAL MEDICINE vol. 17, no.
10, July 1999, pages 1229 - 1232, XP002927283
NINOMIYA-TSUJIJ.ETAL.:'Thekinase TAK1 can
activate the NIK-lkappaB as well as the MAP
kinase cascade in the IL-1 signaling pathway’
NATURE vol. 398, no. 6724, 18 March 1999, pages
252 - 256, XP002927284

KUNIHIRO MATSUMOTO, "Analysis on the
Functions of Cancerous Gene by using Yeast",
Research Report Compilation on Priority Areas
in the Cancer Research (1997), Ed: Monbusho
Gan Kenkyuu ni Kakawaru Juuten Ryoiki Kenkyu,
Sogo Gan Sokatsuhan (March 1998), pages
720-723, XP002927285.

H. SAKURAI ET AL.: 'TGF-beta-activated kinase
1 stimulates NG-kappaB activation by an NF-
kappaB-inducing kinase-independent
mechanism’ BIOCHEM. BIOPHYS. RES.
COMMUN. vol. 243, no. 2, February 1998, pages
545 - 549, XP002927286

¢ K. SHIRAKABE ET AL.: 'TAK1 mediates the
ceramide signaling to stress-activated protein
kinase/c-jun N-terminal kinase’ J. BIOL. CHEM.
vol. 272, no. 13, 1997, pages 8141 - 8144,
XP002927287

* H. SHIBUYA ET AL.: 'TAB1: an activator of the
TAK1 MAPKKK in TGF-beta signal transduction’
SCIENCE vol. 272, no. 5265, 1996, pages 1179 -
1182, XP002927288

« KHALED, A.R.: "Use of phosphorothioate-
modified oligodeoxynucleotides to inhibit NF-
kappaB expression and lymphocyte function"
CLINICAL IMMUNOLOGY AND
IMMUNOPATHOLOGY, vol. 86, no. 2, February
1998 (1998-02), pages 170-179,




10

15

20

25

30

35

40

45

50

55

EP 1 127 944 B9
Description
Technical Field

[0001] The presentinvention relates to methods for screening compounds inhibiting inflammatory cytokine production.
Also described are compounds that can be isolated by the screening methods and the use thereof. Further described
areinhibitors of the signal transduction through inflammatory cytokines, for example, inhibitors of the action and production
of inflammatory cytokines, and anti-inflammatory agents, which contain as an active ingredient compounds inhibiting
the signal transduction through TAK1.

Background Art

[0002] The system of mitogen-activated protein kinase (MAPK) is known as a system involved in intracellular signal
transduction.

[0003] MAPK system is a conserved eukaryotic signal transduction system, by which the receptor-mediated signals
are converted to a variety of actions. MAPK system contains three types of protein kinases, namely, mitogen-activated
protein kinase kinase kinase (MAPKKK), mitogen-activated protein kinase kinase (MAPKK), and mitogen-activated
protein kinase (MAPK). MAPKK phosphorylates and activates MAPK, and MAPKKK phosphorylates and activates MAP-
KK (Nishida, E. et al., Trends Biochem. Sci. (1993) 18, 128; Blumer, K. J. et al., Trends Biochem. Sci. (1993) 19, 236;
David R. J. et al., Trends Biochem. Sci. (1993) 19, 470; Marchall, C. J. et al., Cell (1995) 80, 179).

[0004] TGF-B-activated kinase 1 (TAK1), a member of the MAPKKK family, functions in the intracellular signal trans-
duction system. The TAK1 protein was identified by Yamaguchi, K. et al. (Yamaguchi, K. et al., Science (1995) 270,
2008). The protein has been revealed to be involved in the signal transduction of TGF- and to be activated by TGF-f.
TAK1 binding protein 1 (TAB1) binds to TAK1 and participates in the signal transduction system of TGF-f that activates
TAK1. The TAB1 protein was identified by Shibuya, H. et al. (Shibuya, H. et al., Science (1996) 272, 1179-1182). TAB1
binds to TAK1 and activates the kinase activity of TAK1, thereby transducing the TGF-f signal.

[0005] A very recent report describes that TAK1 is also activated by tumor necrosis factor (TNF) and interleukin-1 (IL-
1) (Shirakabe, K. et al., J. Biol. Chem. (1997) 272, 8141-8144). Another report discloses that the stimulation by inflam-
matory cytokines may lead to TAK1 activation (Matsumoto, K., Research Report Compilation on Priority Areas in the
Cancer Research (1997), Ed: Monbusho Gan Kenkyuu ni Kakawaru Juuten Ryoiki Kenkyu, Sogo Gan Sokatsuhan
(March 1998), 720-723). However, both reports fail to teach that the inhibition of TAK1 signal transduction can actually
cause inhibition of downstream cell response including inflammatory cytokine production. It has also been reported that
the activation of transcription factor NF-kB is induced after TAK1 activation (Moriguchi, T., et al., J. Biol. Chem. (1996)
271, 13675; Ponton, A., et al., J. Biol. Chem. (1996) 271, 8991; Sakurai S., et al., Biochem. Biophys. Res. Commun.
(1998) 243, 545). A further report discloses that the activation of NF-xB results in an increased expression of different
proinflammatory cytokines, and that this increase can be blocked by inhibition of NF-kB. (Khaled, A.R., Clinical Immu-
nology and Immunopathology (1998) 86, 170-179). This report also discloses that there are several ways of NF-xB
activation. As an example demonstrating alternative pathways for activation of NF-«xB, Lee et al. proposes a model for
coordinate activation of the IKK and the JNK pathway by MEKK1, in which MEKK1 is suggested to transduce signals
from stressful stimuli (TNF-o, UV, LPS) to activate NF-«xB through the IKK pathway (Lee et al., Cell (1997) 88: 213-222).
[0006] However, it is not at all known that the inhibition of signal transduction through TAK1 actually results in the
inhibition of cellular responses to the inflammatory stimulation such as LPS or cytokine stimulation, for example, the
inhibition of signal transduction through an inflammatory cytokine as an inflammatory mediator as well as results in the
inhibition of inflammatory cytokine actions and further the inhibition of inflammatory cytokine production.

Disclosure of the Invention

[0007] The present invention provides methods for screening compounds inhibiting TAK1-associated production of
inflammatory cytokines. The present invention is defined by the claims. Also described are compounds which can be
isolated by the screening methods and the uses thereof. Further described are.inhibitors of the signal transduction
through inflammatory cytokines, which contain as an active ingredient a compound inhibiting the signal transduction
through TAK1, for example, inhibitors of the action and production of inflammatory cytokines, and anti-inflammatory
agents.

[0008] The presentinvention has revealed that the inhibition of signal transduction through TAK1 leads to the inhibition
of inflammatory cytokine actions, further the inhibition of production of inflammatory cytokines such as IL-1 and TNF, of
which production is induced by inflammatory stimulation, and also the inhibition of production of other inflammatory
cytokines such as IL-6, of which production is induced by the inflammatory cytokines. The present invention was based
on this finding.
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[0009] Accordingly, the present invention provides:

1. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps
of:

(a) contacting a test sample with TAK1 and TAB1;
(b) detecting binding between the TAK1 and the TAB1; and
(c) selecting a compound inhibiting the binding.

2. The method of item 1, wherein the TAK1 and/or the TAB1 is fused with a peptide.

3. The method of item 1 or 2, wherein the TAK1 or the TAB1 is linked to a support.

4. The method of any one of items 1 to 3, wherein a label is attached to the TAK1 or the TAB1 and wherein the
binding is detected by detecting or measuring the label.

5. The method of any one of items 1 to 3, wherein the binding is detected by detecting or measuring the TAB1 bound
to the TAK1 with

(a) a primary antibody against TAB1 or a primary antibody against the peptide fused with the TAB1;

(b) a primary antibody against TAK1 or a primary antibody against the peptide fused with the TAK1;

(c) a primary antibody against the TAB1 or a primary antibody against the peptide fused with TAB1, and a
secondary antibody against the primary antibody; or

(d) a primary antibody against TAK1 or a primary antibody against the peptide fused with the TAK1, and a
secondary antibody against the primary antibody.

6. The method of item 5, wherein the primary antibody or the secondary antibody is labeled with radioisotope,
enzyme, or fluorescent substance.

7. The method of item 2, wherein the binding is detected with, as an index, change in the expression level of a
reporter gene which is activated in response to the binding.

8. The method ofitem 7, wherein the reporter gene is luciferase, chloramphenicol acetyltransferase, green fluorescent
protein, or B-galactosidase.

9. Amethod for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps
of:

(a) contacting a test sample with TAK1;

(b) adding a substrate for the TAK1, wherein said substrate for the TAK1 is MKK6 and/or MKKS;
(c) detecting phosphorylation of said substrate by the TAK1; and

(d) selecting a compound inhibiting said phosphorylation.

10. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the
steps of:

(a) contacting a test sample with TAK1 and TAB1;

(b) adding a substrate for the TAK1, wherein said substrate for the TAK1 is MKK6 and/or MKK3;
(c) detecting phosphorylation of said substrate by the TAK1; and

(d) selecting a compound inhibiting said phosphorylation.

11. The method of items 9 or 10, wherein the TAK1 is fused with a peptide.

12. The method of any one of items 9 to 11, wherein the TAK1 is linked to a support.

13. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the
steps of:

(a) introducing a test sample into and/or contacting the sample with cells expressing TAK1;

(b) detecting and/or measuring a biological activity transduced through the TAK1, wherein said biological activity
is a biological activity of an inflammatory cytokine, wherein said inflammatory cytokine is selected from IL-1,
TNF, and IL-6; and

(c) selecting a compound reducing said biological activity.

14. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the
steps of:
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(a) introducing a test sample into and/or contacting the sample with cells expressing TAK1 and TAB1;

(b) detecting and/or measuring a biological activity transduced through the TAK1and the TAB1, wherein said
biological activity is a biological activity of an inflammatory cytokine, wherein said inflammatory cytokine is
selected from IL-1, TNF, and IL-6; and

(c) selecting a compound reducing said biological activity.

15. The method of item 13 or 14, wherein the biological activity is detected with, as an index, change in the expression
level of a reporter gene which is activated in response to the activity.

16. The method of item 15, wherein the reporter gene is luciferase, chloramphenicol acetyltransferase, green fluo-
rescent protein, or f-galactosidase.

17. The method of any one of items 13 to 16, wherein an inflammatory stimulus is given to cells and wherein the
biological activity transduced through TAK1 or through TAK1 and TAB1 is detected and/or measured.

18. The method of item 17, wherein the inflammatory stimulus is IL-1, TNF, or LPS.

19. The method of any one of items 1 to 12, wherein the inflammatory cytokine is IL-1, TNF, IL-10, or IL-6.

[0010] Inthe presentinvention, the term "peptide" means a compound in which amino acids are bonded to each other
by peptide bond. Accordingly, said peptide includes long chains of amino acids, namely, polypeptides and proteins.
[0011] In the screening of compounds based on inhibiting the binding between TAK1 and TAB1, there is no particular
limitation on TAK1 used in the present invention, as far as the TAK1 has the activity of TAB1 binding. Such TAK1 includes
not only the complete TAK1 having the amino acid sequence from Met at amino acid 1 to Ser at amino acid 579 in the
amino acid sequence of SEQ ID NO: 2 but also a TAK1 species without the kinase activity of TAK1.

[0012] TAB1 binds to a region containing TAK1 catalytic domain having the amino acid sequence from Met at amino
acid 1 to Glu at amino acid 303 shown in SEQ ID NO: 2, and thereby activating TAK1. It has been disclosed herein that
TAB1 binds to the amino acid sequence from Val at amino acid 76 to GIn at amino acid 303 of TAK1 sequence shown
in SEQ ID NO: 2. A TAK1 species, which has the amino acid sequence from Val at amino acid 76 to GIn at amino acid
303 of TAK1 sequence shown in SEQ ID NO: 2, does not exhibit the kinase activity, but has the activity of binding to
TAB1, and thus the species can be used in the present invention.

[0013] Accordingly, TAK1 to be used in the present invention can be a TAK1 species which has the amino acid
sequence from Val at amino acid 76 to Gln at amino acid 303 in SEQ ID NO: 2 and which has a amino acid sequence
modified by one or more amino acid substitutions, deletions, and/or additions within the amino acid sequence from Met
at amino acid 1 to lle at amino acid 75 and within the amino acid sequence from Tyr at amino acid 304 to Ser at amino
acid 579.

[0014] As far as a TAK1 species has the TAB1-binding activity, TAK1 can be the TAK1 species of which amino acid
sequence is modified by one or more amino acid substitutions, deletions, and/or additions in the amino acid sequence
from Val at amino acid 76 to GIn at amino acid 303 in SEQ ID NO: 2.

[0015] Onthe other hand, inthe screening of compounds based on inhibiting TAK1 kinase activity, there is no particular
limitation on TAK1 as far as the TAK1 species has the kinase activity.

[0016] TAK1 to be used includes, for example, the complete TAK1 having the amino acid sequence from Met at amino
acid 1 to Ser at amino acid 579 in the amino acid sequence shown in SEQ ID NO: 2 and having the biological activity
of TAK1. It has been found that the biological activities of TAK1 are the binding activity to TAB1 as well as the kinase
activity to MAPKK in its activated state. Namely, TAK1 is activated upon the binding with TAB1 and then exhibits the
kinase activity.

[0017] In more detail, it has been revealed that TAK1 exhibits the kinase activity (phosphorylation) in its activated
state and the kinase activity is responsible for the phosphorylation of MAPKK, for example, MKK3 (Moriguchi, T. et al.,
J. Biol. Chem. (1996) 271, 13675-13679), MKK6 (Moriguchi, T. et al., J. Biol. Chem. (1996) 271, 13675-13679), or
XMEKZ2/SEKI (Shibuya, H. et al., Science (1996) 272, 1179-1182); and the phosphorylation activates the kinase activity
of MAPKK.

[0018] TAK1 to be used in the present invention can also be a TAK1 species having the biological activity of TAK1
and having the amino acid sequence which is modified by one or more amino acid substitutions, deletions, and/or
additions in the amino acid sequence shown in SEQ ID NO: 2. More specifically, TAK1 to be used in the present invention
may have the amino acid sequence shown in SEQ ID NO: 2, in which one, two or more amino acid residues, preferably
1 to 20 amino acid residues, more preferably 1 to 10 amino acid residues are substituted, as far as the TAK1 species
has the biological activity of TAK1.

[0019] TAKH1 to be used in the present invention may also have the amino acid sequence shown in SEQ ID NO: 2, in
which one, two or more amino acid residues, preferably 1 to 276 amino acid residues, more preferably 1 to 10 amino
acid residues are deleted. TAK1 to be used in the present invention may also have the amino acid sequence shown in
SEQ ID NO: 2, in which one, two or more amino acid residues, preferably 1 to 30 amino acid residues, more preferably
1 to 20 amino acid residues are added.
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[0020] One example of TAK1 of which amino acid sequence is modified by one or more amino acid substitutions,
deletions, and/or additions in the amino acid sequence of human TAK1 shown in SEQ ID NO: 2 is a mouse-derived
TAK1 in which Ser is substituted for Gly at amino acid 16, Arg is substituted for His at amino acid 372, Val is substituted
for Ala at amino acid 400, Ala is substituted for Thr at amino acid 403, and Ala is substituted for Thr at amino acid 449.
[0021] It has been already known that a peptide having an amino acid sequence that is modified by one or more amino
acid substitutions, deletions, and/or additions in a amino acid sequence is still capable of having its original biological
activity (Mark, D. F. et al., Proc. Natl. Acad. Sci. USA (1984) 81, 5662-5666; Zoller, M. J. & Smith, M. Nucleic Acids
Research (1982) 10, 6487-6500; Wang, A. et al., Science 224, 1431-1433; Dalbadie-McFarland, G. et al., Proc. Natl.
Acad. Sci. USA (1982) 79, 6409-6413).

[0022] Indeed, it has been revealed that a TAK1 species having merely the amino acid sequence from Met at amino
acid 1 to GIn at amino acid 303 in SEQ ID NO: 2 is capable of exhibiting the biological activity. Thus, TAK1 to be used
in the present invention can be a TAK1 species having the amino acid sequence from Met at amino acid 1 to GIn at
amino acid 303 in SEQ ID NO: 2, and having the amino acid sequence which is modified by one or more amino acid
substitutions, deletions, and/or additions within.the amino acid sequence from Tyr at amino acid 304 to Ser at amino
acid 579. TAK1 can be a TAK1 species having an amino acid sequence which is modified by one or more amino acid
substitutions, deletions, and/or additions within the amino acid sequence from Met at amino acid 1 to GIn at amino acid
303 in SEQ ID NO: 2, as far as the TAK1 species has the biological activity.

[0023] Further, TAK1 lacking at least 21 amino acid residues at the amino terminal end (N terminus) still has the
original biological activity, and thus such a TAK1 species can be used in the present invention.

[0024] An E. colistrain containing plasmid phTAK1, which comprises a DNA encoding a human TAK1 peptide having
the amino acid sequence from Met at amino acid 1 to Ser at amino acid 579 in the TAK1 amino acid sequence shown
in SEQ ID NO: 2, was named Escherichia coli JM109 (phTAK1) and has been deposited internationally under the
Budapest Treaty as an accession No. FERM BP-5598 in The National Institute of Bioscience and Human-Technology,
The Agency of Industrial Science and Technology (1-1-3 Higashi, Tsukuba, Ibaraki, Japan) on July 19th, 1996.

[0025] In the screening of compounds based on inhibiting the binding between TAK1 and TAB1, there is no particular
limitation on TAB1 to be used in the present invention as far as the TAB1 species has the TAK1-binding activity. The
TAB1 species may lack in the biological activity of TAB1.

[0026] TAB1 to be used in the present invention can be a TAB1 species having an amino acid sequence which is
modified by one or more amino acid substitutions, deletions, and/or additions in the amino acid sequence from Met at
amino acid 1 to Pro at amino acid 504 in SEQ ID NO: 4, as far as the TAB1 species has the TAK1-binding activity.
[0027] On the other hand, in the screening of compounds based on inhibiting the kinase activity of TAK1, there is no
particular limitation on TAB1 as far as the TAB1 species has the activity of activating the kinase activity of TAK1.
[0028] TAB1 to be used includes the complete TAB1 having the amino acid sequence from Met at amino acid 1 to
Pro at amino acid 504 shown in SEQ ID NO: 4, and having the biological activity of TAB1. It has been found that the
biological activity of TAB1 is the activity of activating TAK1 by binding to the TAK1.

[0029] In more detall, it has been revealed that the biological activity of TAB1 is the activity of activating the kinase
activity of TAK1 to MAPKK by the binding of TAB1 to a region containing TAK1 catalytic domain comprising the amino
acid sequence from Met at amino acid 1 to Glu at amino acid 303 of TAK1.

[0030] TAB1 to be used can be a TAB1 species having the biological activity of TAB1, and having an amino acid
sequence modified by one or more amino acid substitutions, deletions, and/or additions in the amino acid sequence
shown in SEQ ID NO: 4. More specifically, TAB1 used in the present invention can be a TAB1 species having 1, 2 or
more amino acid substitutions, preferably 1 to 20 amino acid substitutions, more preferably 1 to 10 amino acid substitutions
in the amino acid shown in SEQ ID NO: 4, as far as the TAB1 species has the biological activity of TAB1.

[0031] TAB1 to be used may also have the amino acid sequence shown in SEQ ID NO: 4, in which one, two or more
amino acid residues, preferably 1 to 436 amino acid residues, more preferably 1 to 10 amino acid residues are deleted.
TAB1 to be used may also have the amino acid sequence shown in SEQ ID NO: 4, in which one, two or more amino
acid residues, preferably 1 to 30 amino acid residues, more preferably 1 to 20 amino acid residues are added. TAB1
used in the present invention may also have the amino acid which is modified by the above-mentioned substitutions,
deletions, and/or additions in combination.

[0032] It has been revealed that a TAB1 species having merely the amino acid sequence from GIn at amino acid 437
to Pro at amino acid 504 in SEQ ID NO: 4 is capable of exhibiting the biological activity. Thus, TAB1 used in the present
invention can be a TAB1 species having the amino acid sequence from GIn at amino acid 437 to Pro at amino acid 504
in SEQ ID NO: 4, and having the amino acid sequence which is modified by one or more amino acid substitutions,
deletions, and/or auditions within the amino acid sequence from Met at amino acid 4 to Asn at amino acid 436.

[0033] TAB1 can also be a TAB1 species having an amino acid sequence which is modified by one or more amino
acid substitutions, deletions, and/or additions in the amino acid sequence from GIn at amino acid 437 to Pro at amino
acid 504 in SEQ ID NO: 4, as far as the TAB1 species has the biological activity of TAB1.

[0034] One example of TAB1 of which amino acid sequence is modified by one or more amino acid substitutions,
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deletions, and/or additions in the amino acid sequence of SEQ ID NO: 4 is a TAB1 species having the amino acid
sequence in which Arg is substituted for Ser at amino acid 52 or having the amino acid sequence from GIn at amino
acid 437 to Pro at amino acid 504.

[0035] An E. colistrain containing plasmid TABI-f-4, which comprises a DNA encoding a human TAB1 peptide having
the amino acid sequence from Met at amino acid 1 to Pro at amino acid 504 in the TAB1 amino acid sequence shown
in SEQID NO: 4, was named Escherichia coliDH5a (TABI-f-4) and has been deposited internationally under the Budapest
Treaty as an accession No. FERM BP-5599 in The National Institute of Bioscience and Human-Technology, The Agency
of Industrial Science and Technology (1-1-3 Higashi, Tsukuba, Ibaraki, Japan) on July 19th, 1996.

[0036] An E. colistrain containing plasmid pBS-TAB1, which comprises a DNA encoding the above-mentioned human
TAB1 peptide having the amino acid sequence from Met at amino acid 1 to Pro at amino acid 504 in the TAB1 amino
acid sequence shown in SEQ ID NO: 4 where Arg has been substituted for Ser at amino acid 52, was named Escherichia
coliHB101 (pBS-TAB1) and has been deposited internationally under the Budapest Treaty as an accession No. FERM
BP-5508 in The National Institute of Bioscience and Human-Technology, The Agency of Industrial Science and Tech-
nology (1-1-3 Higashi, Tsukuba, Ibaraki, Japan) on April 19th, 1996.

[0037] There can be various molecular species of TAK1 and/or TAB1 to be used in the present invention, which are
differentin amino acid sequence, molecule weight, isoelectric point, the presence or absence and position of glycosylation,
sugar chain structure, phosphorylation state, and/or the presence or absence of disulfide bond, depending on the origin,
host producing them, and/or the type of purification method. However, human-derived TAK1 and/or TAB1 are preferable
while the proteins may have any structures, as far as the proteins can be suitably used in the present invention.
[0038] The above-mentioned proteins used in the present invention can be fusion peptides of the above-mentioned
proteins and other peptides. The fusion peptides can be prepared by already-known methods. The other peptides to be
used for the fusion with the above-mentioned proteins can be any peptides as far as the peptides are effectively used
in the present invention.

[0039] The peptide is exemplified by FLAG (Hopp, T. P. et al., BioTechnology (1988) 6, 1204-1210), 6 x His of six
histidine (His) residues, 10 x His, influenza hemagglutinin (HA), human c-myc fragment, a fragment of VSV-GP, a
fragment of p18HIV, T7-tag, HSV-tag, E-tag, a fragment of SV40 T antigen, Ick tag, a fragment of o-tubulin, B-tag, a
fragment of Protein C, and the like. Such already-known peptides are used. Other examples of the peptide include
glutathione-S-transferase (GST), influenza hemagglutinin (HA), immunoglobulin constant region, f-galactosidase, mal-
tose-binding protein (MBP), etc. Commercially available ones can be used.

[0040] The above-mentioned proteins to be used in the present invention can be the proteins encoded by DNAs
encoding proteins having the biological activities and capable of hybridizing to the DNA encoding the above-mentioned
proteins.

[0041] DNA encoding TAK1 to be used in the presentinvention is exemplified by a DNA having the nucleotide sequence
from A at nucleotide 183 to A at nucleotide 1919 in SEQ ID NO: 1. DNA encoding TAB1 to be used in the present
invention is exemplified by a DNA having the nucleotide sequence from A at nucleotide 30 to G at nucleotide 1541 in
SEQ ID NO: 3.

[0042] Each of DNAs encoding the proteins to be used in the present invention can be a DNA capable of hybridizing
to the nucleotide sequence of SEQ ID NO: 1 or 3 and encoding a protein having the biological activity. Hybridization
condition for the DNA encoding the protein to be used in the present invention may be the conditions with suitable
stringency.

[0043] Such a hybridization condition can be, for example, the condition with low stringency. The condition with low
stringency is, for example, a washing condition of 42°C, 5 x SSC, 0.1% sodium dodecyl sulfate, and 50% formamide.
The conditions with high stringency are more preferable. The condition with high stringency is, for example, a washing
condition of 60°C, 0.1 x SSC, and 0.1% sodium dodecyl sulfate. It has been already known that a protein encoded by
a DNA capable of hybridizing to a nucleotide sequence encoding a certain protein under a condition with suitable
stringency shares the same biological activity with the latter protein.

[0044] DNA encoding TAK1 or TAB1 to be used in the present invention can be a DNA of any origin, as far as the
DNA contains the nucleotide sequence of SEQ ID NO: 1 or 3, respectively. Such DNAs include, for example, genomic
DNA, cDNA, and synthetic DNA. These DNAs may originate from a variety of cells, tissue, or organ, or cDNA library or
genomic library derived from any species in addition to human. The libraries may be commercially available DNA libraries.
The vector used for the libraries can be any vector including plasmid, bacteriophage, and YAC vectors.

[0045] As described below, TAK1 or TAB1 to be used in the present invention can be obtained as a recombinant
protein produced by the use of gene recombination techniques using DNAs encoding these proteins. For example, the
nucleotide sequence of agene encoding each protein described herein can be cloned from cell, tissue, or organ expressing
the protein, and then inserted into an appropriate vector, and the resulting DNA construct is introduced into a host to
produce the recombinant protein. Such recombinant proteins can be also usable in the present invention.

[0046] Specifically, mRNA of the gene encoding the protein to be used in the present invention is isolated from cell,
tissue, or organ expressing the protein. The mRNA is isolated from total RNA prepared by a known method, for example,
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guanidine-ultracentrifugation method (Chirgwin, J. M. et al., Biochemistry (1979) 18, 5294-5299) and AGPC method
(Chomczynski, P. and Sacchi, N., Anal. Biochem. (1987) 162, 156-159) and purified by using an mRNA Purification Kit
(Pharmacia) and such. Alternatively, the mRNA can be directly prepared by using a QuickPrep mRNA Purification Kit
(Pharmacia).

[0047] Messenger RNA obtained is used for synthesizing cDNA corresponding to the gene by using reverse tran-
scriptase. The cDNA synthesis can be performed by using an AMV Reverse Transcriptase First-strand cDNA Synthesis
Kit (Seikagaku Co.) or the like. Synthesis and amplification of cDNA can be carried out by using Marathon cDNA
Amplification kit (CLONTECH) and 5'-RACE (Frohman, M. A. et al., Proc. Natl. Acad. Sci. U.S.A. (1988) 85, 8998-9002;
Belyavsky, A. et al., Nucleic Acids Res. (1989) 17, 2919-2932) using polymerase chain reaction (PCR).

[0048] DNA fragment of interest is prepared from the PCR products obtained, and then ligated with a vector DNA to
give a recombinant vector. The ligated DNA is then introduced into E. colior the like, and resulting colonies are selected
to prepare a desired recombinant vector. Nucleotide sequence of the target DNA is verified by a known method, for
example, dideoxy nucleotide chain termination method. If the DNA of interest is obtained, itis integrated into an expression
vector.

[0049] DNA encoding the protein to be used in the present invention may originate from a variety of cells, tissue, or
organ, or cDNA library or genomic library obtained from any species in addition to human. The libraries may be com-
mercially available DNA libraries. The vector used for the libraries can be any vector including plasmid, bacteriophage,
and YAC vectors.

[0050] DNA encoding the protein to be used in the present invention can be constructed from the above-mentioned
DNAs by a known method and by using commercially available kits. For example, such DNA manipulation includes the
digestion by restriction enzyme, linker ligation, and insertion of initiation codon (ATG) and/or termination codon (TAA,
TGA, or TAG).

[0051] Expression vector for expressing the protein to be used in the present invention can be any type of vector, as
far as the expression vector is used suitably in the present invention. Such expression vectors include, for example,
mammal-derived expression vector (for example, pEF and pCDM8), insect cell-derived expression vector (for example,
pBacPAKS), plant-derived expression vector (for example, pMH1 and pMH2), animal virus-derived expression vector
(for example, pHSV and pMV), yeast-derived expression vector (for example, pNV11), Bacillus subtilis-derived expres-
sion vector (for example, pPL608 and pKTH50), and E. coli-derived expression vector (for example, pGEX, pGEMEX,
and pMALp2).

[0052] The protein to be used in the present invention can be produced, for example, by connecting a DNA encoding
the protein downstream of a promoter in the expression vector. The promoter/enhancer includes, for example, mammal-
derived promoter/enhancer (for example, EF 1-o. promoter/enhancer and y-actin promoter/enhancer), insect virus-derived
promoter/enhancer (for example, polyhedrosis virus promoter/enhancer), plant-derived promoter/enhancer (for example,
tobacco mosaic virus promoter/enhancer), animal virus-derived promoter/enhancer (for example, SV40 promoter/en-
hancer and human CMV promoter/enhancer), yeast-derived promoter/enhancer (for example, alcohol dehydrogenase
promoter/enhancer), and E. coli-derived promoter/enhancer (for example, Lac promoter/enhancer, Trp promoter/en-
hancer, and Tac promoter/enhancer).

[0053] For example, the SV40 promoter/enhancer can be readily utilized according to the method of Mulligan et al.
(Nature (1979) 277, 108). The HEF 1o promoter/enhancer can be readily used according to the method of Mizushima
et al. (Nucleic Acids Res. (1990) 18, 5322).

[0054] A commonly used useful promoter, a secretory signal sequence, and a gene to be expressed are functionally
connected together, for the expression in E. coli. For example, the promoter includes lacZ promoter and araB promoter.
LacZ promoter can be used according to the method of Ward et al. (Nature (1989) 341, 544-546; FASEB J. (1992) 6,
2422-2427), or araB promoter according to the method of Better et al. (Science (1988) 240, 1041-1043).

[0055] When TAK1 or TAB1 to be used in the present invention is expressed in a host, a signal sequence suitable for
the host can be added. Such a signal sequence includes, for example, a signal sequence of a secretory protein. The
signal sequence of secretory protein is exemplified by a signal sequence of mammal-derived secretory protein, for
example, the signal sequence of immunoglobulin. Further, the signal sequence of secretory protein is exemplified by
signal sequences of E. coli-derived secretory proteins, for example, periplasm secretory signal sequences such as
OmpA and pelB (Lei, S. P. et al J. Bacteriol. (1987) 169, 4379).

[0056] The expression vector thus prepared can be introduced into a host by a known method. The method for the
introduction into host is exemplified by electroporation (EMBO J. (1982) 1, 841-845), calcium-phosphate method (Virology
(1973) 52, 456-467), and liposome method.

[0057] The replication origin to be used can be derived from SV40, polyoma virus, adenovirus, bovine papilloma virus
(BPV), etc. Also, for the amplification of gene copies in a host cell system, the expression vector can contain as a
selection marker aminoglycoside transferase (APH) gene, thymidine kinase (TK) gene, E. coli xanthine guanine phos-
phoribosyl transferase (HPRT) gene, dihydrofolate reductase (DHFR) gene, and the like. Further, a sequence with higher
expression efficiency can be designed based on the consideration of codon usage in a host to be used for the expression
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(Grantham, R. et al., Nucleic Acids Research (1981) 9, p43-p74).

[0058] Any production system can be used for the production of the recombinant protein to be used in the present
invention. The production systems that can be used for the production of recombinant proteins include in vitro and in
vivo production systems. The in vitro production system includes, for example, production systems with eukaryotic cells
as well as the systems with prokaryotic cells.

[0059] The production systems with eukaryotic cells are, for example, those with animal cells, plant cells, and fungus
cells. Such animal cells include mammalian cells, e.g., CHO cell (J. Exp. Med. (1995) 108, 945)-, COS cell, myeloma
cells baby hamster kidney (BHK) cell, HeLa cell, and Vero cell; amphibian cells, e.g., Xenopus laevis oocyte (Valle, et
al., Nature (1981) 291, 358-340) ; and insect cells, e.g., sf9, sf21, and Tn5. As CHO cell, particularly preferable to use
are dhfr CHO cell, whichlacksDHFRgene (Proc. Natl. Acad. Sci. USA (1980) 77, 4216-4220), and CHO K-1 cell (Proc.
Natl. Acad. Sci. USA (1968) 60, 1275).

[0060] An example of plant cell is Nicotiana tabacum-derived cell. The callus culture may be used for this plant cell.
Fungus cells include yeast, for example, the genus Saccharomyces such as Saccharomyces cerevisiae, and filamentous
fungus, for example, the genus Aspergillus such as Aspergillus niger.

[0061] Prokaryotic cells that provide the production system are bacterial cells, including for example E. coliand Bacillus
subtilis.

[0062] Those cells may be transformed with DNA of interest, and the resulting transformed cells are cultured in vitro
to produce the recombinant protein. The cell culture can be performed according to a known method. For example,
culture media to be utilized include DMEM, MEM, RPMI1640, and IMDM. These media may be used alone or in com-
bination with serum supplement such as fetal calf serum (FCS) for the culture. The pH of the culture is preferably about
6 to 8. The cells are generally cultivated at about 30 to 40°C for about 15 to 200 hours. If necessary, the culture medium
may be changed with fresh one, aerated, and/or stirred. The recombinant protein is produced in the cells, in which the
gene has been introduced, and recovered from the cells.

[0063] The in vivo production system is exemplified by the production system with animal or with plant. A DNA of
interest is introduced into an animal or plant, and the animal or plant produces the recombinant protein in its body. Then
the protein is recovered from the body.

[0064] Animals for the production system can be a mammal or insect. The mammals include goat, pig, sheep, mouse,
and cow (Vicki Glaser, SPECTRUM Biotechnology Applications, 1993). In the case of mammal, a transgenic animal can
also be used.

[0065] For example, in order to create a fusion gene for the preparation of the recombinant protein, a DNA of interest
is inserted into a gene encoding a protein, such as goat B-casein, inherently produced into milk. A DNA fragment
comprising the fusion gene, in which the DNA of interest is inserted, is injected into a goat embryo, and the embryo is
introduced into a female goat. The recipient goat may give birth to transgenic babies. The created transgenic individuals
or the progenies thereof may give milk, and the desired recombinant protein can be obtained from the milk. In order to
increase the secretion of milk containing the recombinant protein produced in the transgenic goat, an adequate hormonal
treatment of the transgenic goat can be utilized (Ebert, K.M. et al., Bio/Technology (1994) 12, 699-702).

[0066] An insect that can be used for the production system is, for example, silk worm. In this case, baculovirus
containing a DNA of interest is infected into a silk worm, and the desired recombinant protein can be obtained from the
body fluid of the silk worm (Maeda, S. et al., Nature (1985) 315, 592-594).

[0067] Further, a plant for the production system can be, for example, tobacco. In the case of tobacco, a DNA of
interest is inserted into a plant expression vector, for example, pMON 530. The resulting vector is introduced into bacteria
such as Agrobacterium tumefaciens. The bacteria are infected to tobacco, for example, Nicotiana tabacum. The desired
recombinant protein can be obtained from the leaves of the tobacco (Julian, K.-C. Ma et al., Eur. J. Immunol. (1994) 24,
131-138).

[0068] The gene is introduced into any of these animal and plant as described above. The animal or plant produces
the recombinant protein in the body thereof, then the protein is recovered from the body. The recombinant protein
expressed and produced as mentioned above may be separated from intracellular or extracellular materials, or the host,
and then purified into homogeneity. Separation and purification methods for protein to be used in the present invention
may be commonly used ones, which are not to be restricted to any specific ones.

[0069] For example, the separation and purification of the protein can be performed by the appropriately selected and
combined use of column chromatographies such as affinity chromatography, filter, ultrafiltration, salting-out, dialysis,
SDS polyacrylamide gel electrophoresis, isoelectric focusing, and others. (Antibodies: A Laboratory Manual. Ed Harlow
and David Lane, Cold Spring Harbor Laboratory, 1988).

[0070] The chromatography includes, for example, affinity chromatography, ion-exchange chromatography, hydro-
phobic chromatography, gel filtration, reverse-phase chromatography, adsorption chromatography, and the like (Strat-
egies for Protein Purification and Characterization: A Laboratory Course Manual. Ed Daniel R. Marshak et al., Cold
Spring Harbor Laboratory Press, 1996). - The chromatographic procedures can be carried out by liquid-phase chroma-
tography such as HPLC, FPLC, or the like.
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[0071] Protein concentration can be measured by using a known method, for example, a method with measuring
absorbance or Bradford’s method:

[0072] The samples to be tested by the inventive screening method include, for example, peptide, purified or crude
protein, synthetic compound, materials fermented with microorganism, extract from marine organism, plant extract,
prokaryotic cell extract, extract from single-cell eukaryote, or extract from animal cells, or the libraries thereof.

[0073] These test samples contain a compound that is expected to inhibit or suppress the binding between TAK1 and
TAB1, acompound that is expected to inhibit or suppress the of kinase activity of TAK1 (phosphorylation), or a compound
that is expected to inhibit or suppress the kinase activity of TAK1 (phosphorylation) that is generated by TAK1 and TAB1,
or contain these compounds.

[0074] These compounds, which can be isolated by the inventive screening method, as described above, inhibit or
suppress the TAK1 activity, or TAK1 and TAB1 activities, and thereby inhibiting or suppressing the signal transduction
through inflammatory cytokines; inhibiting or suppressing the production of inflammatory cytokines; inhibiting or sup-
pressing physiological activity of inflammatory cytokines; or inhibiting or suppressing the signal transduction by inflam-
matory stimulation.

[0075] In the present invention, an "inflammatory cytokine" indicates a common cytokine involved in inflammatory
reaction, and specifically IL-1 (for example, IL-1a. and IL-1B), TNF (for example, TNFa and TNF B), IL-6, IL-10, IL-4,
chemokine such as IL-8, MCP-1, etc.

[0076] One embodiment of the inventive screening method is conducted by contacting TAK1 and TAB1 with a test
sample, then detecting the binding between TAK1 and TAB1, and selecting a compound inhibiting the binding between
TAK1 and TAB1.

[0077] The screening system provided by the present invention is to be conducted as an in vitro assay system. A
specific example of such in vitroassay system is a cell-free system. Specifically, TAK1 and TAB1 are used in combination,
and either of them is linked to a support, the other and a test sample are added thereto and incubated. After the support
is washed, the binding of the latter protein to the former linked to the support is detected or measured.

[0078] The proteins to be used in the present invention may be purified or crude proteins that are produced by cells
inherently expressing the proteins, cells in which DNAs encoding the proteins are introduced, or animals or plants in
which DNAs encoding the proteins are introduced.

[0079] The proteins to be used in the present invention may be linked to a support. First, either of TAK1 or TAB1,
which is purified or crude, is linked to a support. The immobilization of the protein on a support may be performed by a
standard method. Supports for the protein immobilization are, for example, insoluble polysaccharides such as agarose,
dextran, and cellulose, synthetic resins such as polystyrene, polyacrylamide, and silicon, etc. More specifically, com-
mercially available beads or plates, which are manufactured from them as raw materials, are used. In the case of beads,
a column or the like may be used as packed with the beads. Such a plate can be a multi-well plate (96-well multi-well
plate, etc.) or a biosensor chip.

[0080] The immobilization of protein on a support can be performed by a commonly used method in which chemical
bonding, physical adsorption, or the like is used. Alternatively, protein can be linked to a support where an antibody
specifically recognizing the protein is pre-immobilized by binding the antibody to the protein. Protein can also be immo-
bilized via avidin/biotin.

[0081] The binding between TAK1 and TAB1 is generally allowed in a buffer. The buffer is, for example, phosphate
buffer, Tris buffer, or the like. Incubation condition may be a commonly used one, for example, a condition where
incubation is carried out at 4°C to room temperature for 1 to 24 hours. Washing condition after the incubation can be
any of possible condition as far as the wash does not have any negative effects on the protein binding, and for example,
buffers containing detergents are usable. Such detergents include, for example, 0.05% Tween20.

[0082] Inordertoselectatargetcompound, TAK1, TAB1, and atest sample are incubated under an adequate condition,
and then washed to separate the specific binding from non-specific one. The degree of TAK1-TAB1 binding may be
then evaluated.

[0083] In the selection of a target compound, either of TAK1 or TAB1 is linked to a support. Specifically, when TAK1
is intended to be linked to a support, TAK1 is first immobilized on a support, and then a pre-mixture of TAB1 and a test
sample may be added thereto, or alternatively TAB1 may be added thereto after addition of a test sample. Alternatively,
when TAB1 is intended to be immobilized on a support, likewise, a pre-mixture of TAK1 and a test sample may be added,
or alternatively TAK1 may be added after addition of a test sample. TAK1, TAB1, and a test sample added in the order
as described above are incubated under an adequate condition, and then the degree of TAK1-TAB1 binding can be
evaluated.

[0084] Together with a testing group where test samples are contacted with the protein, a control group may be used
in the inventive screening method. Such control groups can be either of a negative control group without any test samples
or positive control group, or both the groups.

[0085] When the bound protein is detected or measured by the inventive method, the bound protein may be just
detected or quantitatively measured. In both cases, the target compound can be detected by comparing the results
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obtained for a negative control group without test samples, a group containing test samples, and/or a positive control
group.

[0086] The activity of the target compound can be quantitatively measured by comparing values obtained from these
results. In the quantitative measurement, the values obtained for the negative control group without test samples are
compared with those for the groups with test samples, to detect the target compound. As compared with that for the
negative control, the value with a test sample is lower, then the test sample can be judged to contain the target compound.
[0087] Further, in the case of quantitative measurement, the sample can be quantified based on a standard curve
prepared by using values for a positive control group containing known amounts of a compound that is clarified to be
capable of inhibiting the binding between TAK1 and TAB1. When the protein bound is larger in quantity, then it can be
estimated that the compound has only lower activity for inhibition of the protein binding. On the other hand, when the
amount of protein bound is smaller, the binding-inhibitory activity of the compound to inhibit the binding of the protein is
presumed to be stronger.

[0088] In the present invention, a biosensor, which is based on surface plasmon resonance phenomenon, can be
used to detect or measure the binding protein. By using the biosensor based on surface plasmon resonance phenomenon,
the protein-protein interaction can be observed in real time as a surface plasmon resonance signal without labeling even
when the amount of protein is a trace level (for example, BlAcore, Pharmacia). Accordingly, the binding of the proteins
used in the present invention can be estimated by using a biosensor such as BlAcore.

[0089] Specifically, in the combination of TAK1 and TAB1, either one is immobilized on the sensor chip, the other
protein is contacted with the sensor chip, then the latter protein bound to the immobilized one is detected as a differential
resonance signal.

[0090] Such an experiment can be conducted specifically as follows. Initially, a sensor chip CM5 (Biosensor) is acti-
vated, and either of TAK1 or TAB1 is immobilized on the sensor chip. More specifically, an aqueous EDC/NHS solution
(200 mM EDC (N-ethyl-N’-(3-dimethylaminopropyl) carbonate hydrochloride) and 50 mM N-hydroxysuccinimide (NHS))
is used for the activation of the sensor chip, and then the sensor chip is washed with HBS buffer (10 mM HEPES pH7 .4,
150 mM NaCl, 3.4 mM EDTA, 0.05% Tween20).

[0091] Subsequently, an adequate amount of a protein exhibiting the interaction is dissolved in HBS buffer, and the
solution is contacted with the sensor chip for the immobilization. After the sensor chip is washed with HBS buffer, the
residual active groups on the sensor chip are blocked by ethanolamine solution (1 M ethanolamine hydrochloride, pH8.5).
Again, the sensor chip is washed with HBS buffer. The resulting chip is used for the binding evaluation.

[0092] In the next step, an adequate amount of the protein dissolved in HBS buffer is injected onto the sensor chip.
Then, the amount of protein, which interacts to bind to the protein immobilized on the sensor chip, is observed as an
increase in the resonance signal values.

[0093] Further, in the above-mentioned binding evaluation system, a test sample is injected after the injection of the
protein capable of interacting the other protein. Together with the testing group where test samples are injected, a control
group may be used. Such control groups can be either of a negative control group without any test samples or positive
control group, or both the groups.

[0094] The protein bound can be measured quantitatively as a differential resonance signal value. In this case, the
results obtained for the negative control group without test samples are compared with those for the groups with test
samples and/or for the positive control group, to detect and identify the target compound.

[0095] In the present invention, either of the proteins is labeled, and the label on the protein can be utilized to detect
or measure the protein binding.

[0096] For example, in the above-mentioned screening method, one protein, which is to be mixed with a test sample
and to be contacted with the other protein, is pre-labeled, and then incubated in combination with the test sample. After
wash, the bound protein is detected or measured based on the label on the protein. Namely, the labeled protein and the
test sample are preferably contacted with the other protein linked to the support. After the incubation, the support is
washed, and then the label on the bound protein is detected or measured.

[0097] The proteins to be used in the present invention can be labeled according to a common method. Labeling
substances include, for example, radioisotope, enzyme, fluorescent substance, biotin/avidin, and the like. These labeling
substances may be commercially available ones. Examples of radioisotope are 32P, 33p, 131 125| 3H 14C, and 35S.
The enzyme includes, for example, alkaline phosphatase, horseradish peroxidase, B-galactosidase, B-glucosidase, and
the like. The fluorescent substance is exemplified by fluorescein isothiocyanate (FITC), and rhodamine. All these are
commercially available, and the labeling with them can be performed by a known method.

[0098] Procedures are specifically as follows. Namely, a solution containing either of the proteins is added to a plate,
and the plate is allowed to stand still overnight. After wash of the plate; blocking, for example with BSA, is conducted to
avoid non-specific binding of proteins. The plate is washed again, and a test sample and the labeled protein are added
thereto. A negative control group without test samples and/or positive control group is contained in this experiment. All
to be tested are incubated, and then the plates are washed, and finally the bound protein is detected or measured. In
the step of detection or measurement, radioisotope can be detected or measured by using liquid scintillation. When the
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label is an enzyme, a substrate is added to the system and the detection or measurement is based on an enzymatic
change of substrate, for example, coloration, which can be detected or measured in an absorbance spectrometer.
Fluorescent substances may be detected or measured in a fluorophotometer. These results are compared with values
obtained for the control groups to identify the target compound.

[0099] In the present invention, a primary antibody specifically recognizing either of the proteins, in the combination
of TAK1 and TAB1, can be used to detect or measure the bound protein.

[0100] For example, together with a test sample, one protein is contacted and incubated with the other protein, after
wash, the bound protein is detected or measured with a primary antibody specifically recognizing the protein. Namely,
the protein and the test sample are preferably contacted with the other protein linked to the support. After the incubation,
the support is washed, and the bound protein is detected or measured by utilizing the primary antibody specifically
recognizing the bound protein. The primary antibody is preferably labeled with a labeling substance.

[0101] Such an experiment can be conducted specifically as follows. A solution containing either of the proteins is
added to a plate, and the plate is allowed to stand still overnight. After wash of the plate, blocking, for example with BSA,
is conducted on the plate to avoid non-specific binding of proteins. The plate is washed again, and a test sample and
the other protein are added thereto. A negative control group without test samples and/or positive control group is
contained in this experiment.

[0102] Allto be tested are incubated, and then the plates are washed. The antibody against the protein that has been
added together with the test sample is added thereto. After appropriate incubation, the plate is washed, and the protein
is detected or measured with the primary antibody specifically recognizing the protein. In the step of detection or meas-
urement, radioisotope can be detected or measures by using liquid scintillation. When the label is an enzyme, a substrate
is added to the system, and the detection or measurement is based on an enzymatic change of substrate, for example,
coloration, which can be detected or measured in an absorbance spectrometer. Fluorescent substances may be detected
or measured in a fluorophotometer. The results obtained are compared with those for the control groups to identify the
target compound.

[0103] In the present invention, a primary antibody specifically recognizing other peptides that are fused with the
protein to be used in the present invention can be used to detect or measure the bound protein.

[0104] Forexample, in the above-mentioned screening method, together with a test sample, either one of the proteins
is contacted and incubated with the other protein, after wash, the bound protein is detected or measured with a primary
antibody specifically recognizing a peptide fused with the protein. Namely, the protein and the test sample are preferably
contacted with the other protein linked to the support. After the incubation, the support is washed, and then the bound
protein is detected or measured by the primary antibody specifically recognizing the peptide fused with the bound protein.
The primary antibody is preferably labeled with a labeling substance.

[0105] Suchanexperimentcanbe conducted specifically as follows. Namely, a solution containing either of the proteins
is added to a plate, and the plate is allowed to stand still overnight. After wash of the plate, blocking, for example with
BSA, is conducted on the plate to avoid non-specific binding of proteins. The plate is washed again, and a test sample
and the other protein fused with a peptide are added thereto. A negative control group without test samples and/or
positive control is contained in this experiment.

[0106] All to be tested are incubated, and then the plates are washed. The antibody against the peptide fused with
the protein that has been added together with the test sample is added thereto. After suitable incubation, the plate is
washed, and the protein is detected or measured with the primary antibody specifically recognizing the peptide fused
with the protein. In the step of detection or measurement, radioisotope can be detected or measured by using liquid
scintillation. When the label is an enzyme, a substrate is added to the system, and the detection or measurement is
based on an enzymatic change of substrate, forexample, coloration, which can be detected or measuredin an absorbance
spectrometer. Fluorescent substances may be detected or measured in a fluorophotometer. The results obtained are
compared with those for the control groups to identify the target compound.

[0107] In the present invention, a primary antibody specifically recognizing the protein to be used in the present
invention and a secondary antibody specifically recognizing the primary antibody can be used to detect or measure the
bound protein.

[0108] For example, together with a test sample, either one of the proteins is contacted and incubated with the other
protein, after wash, the bound protein is detected or measured with a primary antibody specifically recognizing the protein
and the secondary antibody specifically recognizing the primary antibody. Namely, the protein and the test sample are
preferably contacted with the other protein linked to the support. After the- incubation and wash, the bound protein is
detected or measured by the primary antibody specifically recognizing the protein and the secondary antibody specifically
recognizing the primary antibody. The secondary antibody is preferably labeled with a labeling substance.

[0109] Suchanexperimentcanbe conducted specifically as follows. Namely, a solution containing either of the proteins
is added to a plate, and the plate is allowed to stand still overnight. After wash of the plate, blocking, for example with
BSA, is conducted on the plate to avoid non-specific binding of proteins. The plate is washed again, and a test sample
and the other protein are added thereto. A negative control group without test samples and/or positive control group is
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contained in this experiment.

[0110] Allto be tested are incubated, and then the plates are washed, the primary antibody against the peptide fused
with the protein that has been added together with the test sample is added thereto. After appropriate incubation, the
plate is washed, and then the secondary antibody specifically recognizing the primary antibody is added thereto. After
suitable incubation, the plate is washed, and the protein is detected or measured with the secondary antibody specifically
recognizing the primary antibody specifically recognizing the protein. In the step of detection or measurement, radioi-
sotope can be detected or measured by using liquid scintillation. When the label is an enzyme, a substrate is added to
the system, and the detection or measurement is based on an enzymatic change of substrate, for example, coloration,
which can be detected or measured in an absorbance spectrometer. Fluorescent substances may be detected or meas-
ured in a fluorophotometer. The results obtained are compared with those for the control groups to select the target
compound.

[0111] In the present invention, a primary antibody specifically recognizing other peptides that are fused with the
protein and a secondary antibody specifically recognizing the primary antibody can be used to detect or measure the
bound protein.

[0112] For example, in the above-mentioned screening method, together with a test sample, either one of the proteins
is contacted and incubated with the other protein, after wash, the bound protein is detected or measured with a primary
antibody specifically recognizing a peptide fused with the protein and a secondary antibody specifically recognizing the
primary antibody. Namely, the protein and the test sample are preferably contacted with the other protein linked to the
support. After the incubation, the support is washed, and then the bound protein is detected or measured by the primary
antibody specifically recognizing the peptide fused with the bound protein and the secondary antibody specifically rec-
ognizing the primary antibody. The secondary antibody is preferably labeled with a labeling substance.

[0113] Suchanexperimentcanbe conducted specifically as follows. Namely, a solution containing either of the proteins
is added to a plate, and the plate is allowed to stand still overnight. After wash of the plate, blocking, for example with
BSA, is conducted to avoid non-specific binding of proteins. The plate is washed again, and a test sample and the other
protein fused with a peptide are added thereto. A negative control group without test samples and/or positive control
group is contained in this experiment.

[0114] Allto be tested are incubated, and then the plates are washed, the primary antibody against the peptide fused
with the protein that has been added together with the test sample is added thereto. After appropriate incubation, the
plate is washed, then the secondary antibody specifically recognizing the primary antibody is added thereto. After suitable
incubation, the plate is washed, and the protein is detected or measured with the secondary antibody specifically rec-
ognizing the primary antibody specifically recognizing the peptide fused with the protein. In the step of detection or
measurement, radioisotope can be detected or measured by using liquid scintillation. When the label is an enzyme, a
substrate is added to the system, and the detection or measurement is based on an enzymatic change of substrate, for
example, coloration, which can be detected or measured in an absorbance spectrometer. Fluorescent substances may
be detected or measured in a fluorophotometer. The results obtained are compared with those for the control groups to
determine the target compound.

[0115] Inmore detail, the presentinvention can be conducted particularly preferably by Enzyme-linked Immunosorbent
Assay (ELISA) as follows. Specifically, TAK1 fused with a peptide, for example 6 x His, is diluted with an immobilization
buffer (0.1 M NaHCOg, 0.02% NaN,, pH9.6). Appropriate amounts of the aqueous solution of dilution are added to
respective wells of a 96-well immuno-plate (Nunc) and incubated at 4°C overnight.

[0116] Each well is washed 3 times with a washing buffer (prepared as PBS containing 0.05% Tween20), and 200 p.l
of PBS containing 5% BSA (SIGMA) is added thereto, and then the plate was incubated for blocking at 4°C overnight.
[0117] Subsequently, each well is washed 3 times with the washing buffer, adequate amounts of TAB1 fused with a
peptide (e.g., FLAG), which has been diluted with a dilution buffer (1% BSA and 0.5% Tween20 in PBS) and a test
sample are added thereto. The resulting mixture is incubated at room temperature for 1 hour. Each well is washed 3
times with the washing buffer, and a 100-p.| aliquot of mouse anti-FLAG M2 antibody (IBI), which has been diluted to 3
w.g/ml with the dilution buffer, is added to each well. The plate is incubated at room temperature for 1 hour.

[0118] Each well is washed 3 times with a washing buffer, and a 100-u.l aliquot of alkaline phosphatase-labeled goat
anti-mouse IgG antibody (ZYMED), which has been diluted 1000 times with the dilution buffer, is added to each well.
The plate is incubated at room temperature for 1 hour. Each well is washed 5 times with a washing buffer, and a 100p.l
aliquot of a coloring solution (substrate buffer (50 mM NaHCO;, 10 mM MgCl,, pH9.8) containing 1 mg/ml p-phenyl-
phosphate; SIGMA) is added to each well. The plate is incubated at room temperature, and then absorbance at 405 nm
is measured by using a microplate reader (Model3550, BIO-RAD). The results obtained are compared with those for
the negative control group and/or positive control group to identify the target compound.

[0119] In addition, protein G or protein A instead of the secondary antibody can be utilized in the detection or meas-
urement using the antibody described herein.

[0120] The inventive screening method can be practiced by using High Throughput Screening (HTS). Specifically, the
steps from the start to the blocking are performed manually, and the remaining reactions are automated by using a robot,
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thereby achieving a high-throughput screening.

[0121] Specifically, TAK1 fused with a peptide, for example 6 x His, is diluted with an immobilization buffer (0.1 M
NaHCOs, 0.02% NaNj, pH9.6). Appropriate amounts of the aqueous solution of dilution are added to respective wells
of a 96-well immuno-plate (Nunc) and incubated at 4°C overnight.

[0122] Each well is washed 3 times with a washing buffer (prepared as PBS containing 0.05% Tween20), and 200 p.l
of PBS containing 5% BSA (SIGMA) is added thereto, and then the plate was incubated for blocking at 4°C overnight.
[0123] Subsequently, for example, the immuno-plate subjected to the blocking treatment is placed in a Biomek2000
HTS system (Beckman), and the device is operated by a system control program. In this process, a dispenser such as
Biomek 2000 dispenser (Beckman) or Multipipette 96-well dispenser (Sagian) can be used to dispense solutions to each
well or to remove them from well of the immuno-plate. Further, EL404 microplate washer (Bio Tek) can be used to wash
each well of the immuno-plate. Absorbance can be measured by using a SPECTRAmax250 plate reader (Molecular
Devices).

[0124] The operating program is set to conduct the following steps. Specifically, each well is washed 3 times with the
washing buffer, and then adequate amounts of a test sample and TAB1 fused with a peptide, for example maltose-
binding protein (MBP), which has been diluted with a dilution buffer (1% BSA and 0.5% Tween20 in PBS), are added
thereto. A negative control group without test samples and a positive control are simultaneously managed. These all
samples are incubated at room temperature for 1 hour.

[0125] Each well is washed 3 times with a washing buffer, and a 100-ul aliquot of rabbit anti-MBP antiserum (New
England Biolabs), which has been diluted 5000 times with the dilution buffer, is added thereto. The plate is incubated
at room temperature for 1 hour. Each well is washed 3 times with a washing buffer, and a 100-p.l aliquot of alkaline
phosphatase-labeled goat anti-rabbit IgG antibody (TAGO), which has been diluted 5000 times with the dilution buffer,
is added to each well. The plate is incubated at room temperature for 1 hour

[0126] Each well is washed 5 times with a washing buffer, and a 100-p.l aliquot of a coloring solution (substrate buffer
(50 mM NaHCO3, 10 mM MgCl,, pH9.8) containing 1 mg/ml p-nitrophenylphosphate; SIGMA) is added to each well.
The plate is incubated at room temperature, and then absorbance at 405 nm is measured by using a microplate reader,
Biomekplate reader (Beckman/Molecular Devices). The results obtained are compared with those for control groups to
identify the target compound.

[0127] Antibodies to be used in the present invention can be commercially available antibodies and antibodies con-
tained in commercially available kits as well as monoclonal or polyclonal antibodies that can be prepared by using well-
known methods.

[0128] Monoclonal antibody can be prepared by using a desired antigen for sensitization. Immunization is performed
by using this antigen according to a commonly used method. The resulting immune-cells are fused with publicly known
parental cells by a standard cell fusion method. Cells producing monoclonal antibody are screened by a standard
screening method.

[0129] Specifically, monoclonal antibody or polyclonal antibody is generated as follows. For example, the origin of
sensitizing antigen to obtain antibody is not restricted to a particular animal species, but it is preferred to use an antigen
that is of the same mammalian origin as the peptide actually used in the present invention, for example, human, mouse,
or rat. Among them, the sensitizing antigen originating from human is particularly preferable. For example, when human
TAK1 orhuman TAB1 isintended to use as the sensitizing antigen, their nucleotide sequences and amino acid sequences
can be obtained by the gene sequences disclosed herein. Alternatively, when other peptides to be fused with the above-
mentioned proteins are used as the sensitizing antigens, the peptides can be prepared by chemical synthesis or genetic
engineering.

[0130] The protein or peptide to be used as the sensitizing antigen may be the full-length one or the fragment thereof.
The fragment includes, for example, a C-terminal fragment or N-terminal fragment.

[0131] There is no particular limitation on the mammal to be immunized with the sensitizing antigen, but it is preferable
to select with considering compatibility to a parental cell to be used for cell fusion. Generally used are animals belonging
to Rodentia, Lagomorpha, and Primates.

[0132] An animal of Rodentia is exemplified, for example, by mouse, rat, and hamster. Lagomorpha animal includes,
for example, rabbit. An animal of Primates includes, for example, monkey. Monkeys such as those of Catarrhini (old-
world monkey)including crab-eating monkey, rhesus monkey, hamadryas baboon, and chimpanzee can be used.
[0133] An animal is immunized with a sensitizing antigen according to a known method. For example, as a standard
method, the sensitizing antigen is intraperitoneally or subcutaneously injected to a mammal. Specifically, the sensitizing
antigen is appropriately diluted and/or suspended in Phosphate-Buffered Saline (PBS), physiological saline, etc. If
necessary, the solution is mixed with an adequate amount of a standard adjuvant e.g., Freund’s complete adjuvant,
emulsified, and preferably given to a mammal several times at 4 to 21 day intervals. An appropriate carrier may also be
used at the time of the immunization with the sensitizing antigen. After the immunization, increases in the serum level
of desired antibody are confirmed by a commonly used method.

[0134] In order to obtain polyclonal antibody, after the verification of elevated serum level of desired antibody, blood
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is collected from the mammal sensitized with the antigen. Serum is separated from the blood by a known method. As
polyclonal antibody, serum containing the polyclonal antibody may be used, or alternatively, if needed, a fraction con-
taining the polyclonal antibody may be further isolated from the serum.

[0135] In order to obtain monoclonal antibody, after the verification of elevated serum level of desired antibody in a
mammal sensitized with the above-mentioned antigen, immune-cells are collected from the mammal. The cells are
subjected to the cell fusion. Preferably, the immune-cells to be utilized for the cell fusion are spleen cells in particular.

[0136] The other parental cells to be fused with the above-mentioned immune-cells include mammalian myeloma
cells. Such cells used preferably may be various known cell lines.

[0137] Basically, cell fusion between the above-mentioned immune-cells and myeloma cells can be performed ac-
cording to a known method including, for example, the method of Milstein et al. (Galfre, G. and Milstein, C., Methods
Enzymol. (1981) 73, 3-46), etc.

[0138] More specifically, the above-mentioned cell fusion may be conducted, for example, in the presence of cell
fusion-enhancing agent in a commonly used nutrient culture medium. The cell fusion-enhancing agent is, for example,
polyethylene glycol (PEG), Sendai virus (HVJ), or the like. An adjuvant, such as dimethyl sulfoxide or the like, may
optionally be used together to enhance the efficiency of fusion.

[0139] A mixing ratio between immune-cells and myeloma cells preferably ranges, for example, from 1:1 to 1:10 of
myeloma cell vs. immune-cells. Cell culture medium for the above-mentioned cell fusion includes, for example, RPMI1640
and MEM media that are preferred for the proliferation of the myeloma cell lines, and other standard culture media that
are used in this type of cell culture. Serum supplements such as fetal calf serum (FCS) can be used together.

[0140] The cell fusion is carried out as follows. The above-mentioned immune-cells are mixed well with myeloma cells
at a given ratio in the above-mentioned medium. A solution of PEG (for example, averaged molecule weight of about
1000 to 6000), which has been pre-heated at about 37°C, is generally added to the cell mixture at a concentration of 30
to 60% (W/V), and mixed to form the fused cells (hybridomas) of interest. Subsequently, the agent for cell fusion and
other agents, which are not preferable for the growth of hybridomas, can be removed by repeatedly conducting the
following procedures: adding an appropriate culture medium to the cell mixture; centrifuging them; and removing the
supernatant.

[0141] The hybridomas are selected by culturing the cells in a standard selection medium, for example, HAT medium
(a medium containing hypoxanthine, aminopterin, and thymidine). The culture in the HAT medium is continued till all
cells except the hybridomas of interest (non-fused cells) are sufficiently killed, generally, for several days to several
weeks. Then, the commonly used limiting dilution method is employed to screen and clone the hybridomas producing
antibodies of interest.

[0142] Further, in addition to the preparation of hybridomas in which an animal except human is immunized with an
antigen, the following alternative method can be employed. Human lymphocytes, for example, EB virus-infected human
lymphocytes are in vitro sensitized with a protein or peptide, cells expressing them, or lysate of the cells. The sensitized
lymphocytes are fused with human-derived myeloma cells (e.g., U266 cell) having permanent division potential to obtain
hybridomas producing desired human antibodies having the activity of binding to the peptide (Unexamined Published
Japanese Patent Application No. Sho 63-17688).

[0143] Another alternative method may be employed. A transgenic animal having human antibody gene repertoire is
immunized with an antigen, which may be a protein or peptide, cells expressing them, or lysate of the cells, to obtain
cells producing antibody. The cells are fused with myeloma cells to prepare hybridomas, and thereby obtaining human
antibodies against the protein or peptide to be used in the present invention (refer to W092-03918, W093-2227,
W094-02602, WO94-25585, WO96-33735, and WO96-34096).

[0144] The prepared hybridomas producing monoclonal antibody can be cultivated and passaged in a standard culture
medium, and also can be stored in liquid nitrogen over the long term.

[0145] Monoclonal antibodies can be prepared from the hybridomas by the following methods and such. The hybrid-
omas are cultured according to a standard procedure, and the monoclonal antibody can be obtained as the culture
supernatant. Alternatively, the hybridomas are transplanted and grown in a mammal that has the compatibility to the
hybridomas, and the monoclonal antibody can be obtained as the ascites. The former method is suitable for the preparation
of highly pure antibody, and the latter is suitable for the preparation of antibody in large quantity.

[0146] In addition to the antibody production by hybridoma, oncogene-immortalized immune-cells such as sensitized
lymphocytes producing antibody of interest can be used for this purpose.

[0147] The monoclonal antibody thus obtained can also be prepared as a recombinant antibody produced by utilizing
gene recombination techniques. For example, the recombinant antibody can be produced by cloning the antibody gene
from the immune-cells such as hybridomas or antibody-producing sensitized lymphocytes, inserting the gene into an
appropriate vector, and introducing the vector into a host. In the present invention, the recombinant antibody can be
used (refer to, for example, Borrebaeck, C. A. K. and Larrick, J. W., THERAPEUTIC MONOCLONAL ANTIBODIES,
Published in the United Kingdom by MACMILLAN PUBLISHERS LTD, 1990).

[0148] The antibody to be used in the present invention may be an antibody fragment thereof or modified antibody,
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as far as it has the desired binding activity. For example, such an antibody fragment includes Fab, F(ab’)2, Fv, or single
chain Fv (scFv) in which Fv of H chain and Fv of L chain are linked to each other with an appropriate linker. Specifically,
an antibody is treated with an enzyme, for example, papain or pepsin, to provide an antibody fragment. Alternatively,
genes encoding the antibody fragments are constructed and inserted into an expression vector, and the resulting construct
is expressed in an appropriate host cell.

[0149] The antibody expressed and produced as described above can be separated from intracellular and/or extra-
cellular material or the hosts and then purified to homogeneity. There is no particular limitation on the method of separation
and purification of the antibody used for the present invention, and any separation-purification methods for usual proteins
are usable.

[0150] For example, the antibody can be separated and/or purified by the appropriately selected and combined use
of column chromatographies such as affinity chromatography and the like, filter, ultrafiltration, salting-out, dialysis, SDS
polyacrylamide gel electrophoresis, isoelectric focusing, and others (Antibodies: A Laboratory Manual. Ed Harlow and
David Lane, Cold Spring Harbor Laboratory, 1988).

[0151] A column used in affinity chromatography is exemplified by protein A column or protein G column. For example,
protein A column includes Hyper D, POROS, and Sepharose F.F. (Pharmacia).

[0152] In addition to affinity chromatography, the chromatographic method includes, for example, ion-exchange chro-
matography, hydrophobic chromatography, gel filtration, reverse-phase chromatography, adsorption chromatography,
and the like (Strategies for Protein Purification and Characterization: A Laboratory Course Manual. Ed Daniel R. Marshak
et al., Cold Spring Harbor Laboratory Press, 1996). The chromatographic procedures can be carried out by liquid-phase
chromatography such as HPLC, FPLC, or the like.

[0153] The concentration or activity of the antibody obtained above can be measured by a known method, for example,
ELISA, enzymatic immunoassay (EIA), radioimmunoassay (RIA), or immunofluorescence

[0154] The primary antibody or secondary antibody obtained above can be labeled according to a commonly-known
method. Labeling substances include, for example, radioisotope, enzyme, fluorescent substance, and the like. These
labeling substances may be commercially available ones. Examples of radioisotope are 32P, 33p, 131|125 3H, 14C,
and 35S, The enzyme includes, for example, alkaline phosphatase, horseradish peroxidase, B-galactosidase, B-glucosi-
dase, and the like. The fluorescent substance is exemplified by fluorescein isothiocyanate (FITC) and rhodamine. The
labeling can be performed by a known method by obtaining these commercially available labeling substances.

[0155] The binding between TAK1 and TAB1 can also be detected and/or measured by observing change in the
expression level of a reporter gene which is activated in response to the binding of the proteins. Luciferase, f-galactos-
idase, HIS3 gene, chloramphenicol acetyltransferase (CAT), green fluorescent protein (GFP) gene, or the like can be
used as the reporter gene which is activated in response to the biological activity produced by the binding between TAK1
and TAB1.

[0156] TAK1 and TAB1 expressed in cells may be fused proteins with other peptides. The peptides to be fused with
the proteins can be any peptides as far as the peptides are usable in the inventive screening method, but are preferably
transcriptional regulatory factors.

[0157] For example, TAK1 and TAB1 DNAs are respectively fused with DNAs encoding respective subunits of het-
erodimeric transcriptional regulatory factor that is known to bind to a DNA and thereby activating the transcription of a
certain reporter gene, The fusion genes are inserted into expression vectors, and the resulting DNA constructs are
introduced into cells. When a test sample does not contain any compound inhibiting the binding between TAK1 and
TAB1, the respective subunits fused with TAK1 and TAB1 form the heterodimer. The heterodimeric transcriptional
regulatory factor binds to the DNA and thereby activating the reporter gene.

[0158] When a test sample contains a compound inhibiting the binding between TAK1 and TAB1, the compound
inhibits the binding between TAK1 and TAB1. As a result, the subunits of the transcriptional regulatory factor cannot
form the heterodimer, and thus the transcription of the reporter gene is notinduced. The target compound can be detected
or measured by observing change in the expression level of a reporter gene. The two-hybrid system (Fields, S., and
Sternglanz, R., Trends. Genet. (1994) 10, 286-292) can be used when change in the expression level of a reporter gene
is intended to be assayed in such a system.

[0159] The two-hybrid system may be constructed by using a commonly used method or by utilizing a commercially
available kit. Examples of the commercially available two-hybrid system kit are MATCHMAKER Two-Hybrid System,
Mammalian MATCHMAKER Two-Hybrid Assay Kit (both are products from CLONTECH), and HybriZAP Two-Hybrid
Vector System (Stratagene).

[0160] Specifically, the following procedure is employed for the experiments. The gene encoding TAK1 is ligated with
the gene encoding LexA DNA-binding domain to provide an expression vector. For example, the gene encoding full-
length TAK1 of SEQ ID NO: 2 or its segment having amino acids 1 to 418 is inserted in frame into an expression plasmid
pBTM116 (Vojtek, A.B., etal., Cell (1993) 74, 205-214) for the yeast two-hybrid system to construct an expression plasmid.
[0161] Next, the gene encoding full-length TAB1 of SEQ ID NO: 4 or its segment containing amino acids 1 to 504 is
ligated with the gene encoding GAL4-transcription activation domain to prepare an expression vector. The expression
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vector can be constructed, for example, by inserting the TAB1-encoding gene in frame into an expression plasmid
pGAD10 (CLONTECH) for the yeast two-hybrid system.

[0162] Each of the two-hybrid expression plasmids is transformed into cells of yeast L40 strain containing the HIS3
gene of which transcription is regulated by a promoter with a LexA-binding motif. When the cells are incubated on
synthetic medium without histidine, the presence of the protein interaction results in yeast growth. Thus, the degree of
transformant growth indicates increases in the expression level of the reporter gene, and the target compound can be
screened.

[0163] In another embodiment of the screening system provided by the present invention, TAK1 kinase activity gen-
erated by TAK1, or by TAK1 and TAB1 is used as an index.

[0164] An in vitro kinase assay system using TAK1, or using TAK1 and TAB1 is utilized to conduct the screening
where TAK1 kinase activity is used as an index. A TAK1 molecule lacking the N-terminal 22 amino acid residues
constitutively shows the kinase activity. Thus, the TAK1 molecule lacking the N-terminal 22 amino acid residues is
expressed in animal cells such as COS cell, bacterial cells such as E. coli, yeast cells, and so on, and then a test sample
is added and incubated with TAK1. Subsequently, a substrate protein for TAK1, such as MKK6, together with 32P-ATP,
is added to TAK1 separated with an anti-TAK1 antibody or the like to perform kinase reaction. The activity is then detected
or measured. After the kinase reaction, the amount of 32P-ATP incorporated into the substrate protein by the phospho-
rylation thereof is assayed to evaluate the TAK1 kinase activity. The result is compared to that of a negative control
without any test sample to identify a compound directly inhibiting TAK1 kinase activity.

[0165] Suchaninvitrokinase assay system using TAK1 and TAB1 is exemplified by the one as described in a reference
(Moriguchi, T., et al. J. Biol. Chem. 271: 13675-13679 (1996)). For example, TAK1 and TAB1 expressed in animal cells
such as COS cell, E. coli, yeast, and such are incubated with a test sample in vitro, and a substrate protein, such as
MKKB, together with 32P-ATP, is added to TAK1 separated with an anti-TAK1 antibody or the like to perform kinase
reaction. The activity is then detected or measured. After the kinase reaction, the amount of 32P-ATP incorporated into
the substrate protein by the phosphorylation thereof is assayed to evaluate the TAK1 kinase activity. The result is
compared to that of a negative control without any test sample to identify a compound inhibiting TAK1 kinase activity.
[0166] The screening method using TAK1 kinase activity as an index can be used for High Throughput Screening
(HTS). Specifically, the steps of addition, mixing, and respective reactions for each sample are automated by using a
robot, the phosphorylation degree of substrate protein is detected by scintillation proximity assay method (Bothworth,
N. and Towers, P., Nature, 341: 167-168, 1989), and thereby achieving a high-throughput screening.

[0167] Specifically, together with a test sample, TAK1 and TAB1 expressed in animal cells such as COS cell, E. coli,
or yeast, are added to each well of 96-well microplate, and the plate is incubated. Subsequently, 32P-ATP and a substrate
protein (e.g., MKKG6) are added to the above-mentioned reaction solutions for the kinase reaction. In the next step, an
anti-MKKG®6 antibody is added to each well, and then SPA beads (Amersham) which are coated by protein A or an antibody
specifically recognizing other antibodies in a species-specific manner are added to each well. After incubation, radioac-
tivity incorporated into the substrate protein is measured by using a MicroBeta scintillation counter (Wallac). Alternatively,
when biotinylated substrate protein is used, streptavidin-coated SPA beads can be used for the assay. The result obtained
by these methods is compared to that of a control group to identify a test sample containing a compound inhibiting TAK1
kinase activity.

[0168] In yet another embodiment of the screening system provided by the present invention, the assay is performed
by using cells in vitro. Specifically, a test sample is introduced into and/or contacted with cells expressing TAK1 and
TAB1, and then TAK1- and TAB1-mediated transduction of biological activity is detected and/or measured. A compound
reducing the biological activity is selected to obtain the target compound.

[0169] In the above-described method, proteins to be used are expressed in cells used for the assay. Examples
described later have revealed that the inhibition of binding between TAK1 and TAB1 inhibits the signal transduction
through inflammatory cytokines, which further inhibits the production of other inflammatory cytokines involved in the
cytokine network. Accordingly, the detection and/or measurement of the TAK1-, or TAK1- and TAB1-mediated trans-
duction of biological activity makes it possible to inhibit or suppress the signal transduction through inflammatory cytokine
of interest, and based on the inhibition or suppression, makes it possible to inhibit or suppress the production of the
inflammatory cytokine, to inhibit or suppress physiological activity of the inflammatory cytokine, or possible to screen a
compound inhibiting or suppressing the inflammatory stimulation-induced signal transduction.

[0170] Cells expressing TAK1, or TAK1 and TAB1 can be preferably prepared by gene engineering techniques, by
introducing the herein-described DNAs encoding them into cells that naturally express none of them.

[0171] Any cells can be used as cells expressing TAK1, or TAK1 and TAB1 as far as the cells can be used for the
present invention. Cells usable for the present invention include prokaryotic and eukaryotic cells. The prokaryotic cells
include bacterial cells, and eukaryotic cells include mammalian cells, insect cells, and yeast cells.

[0172] The genes encoding the proteins to be used in the present invention are introduced into these cell lines, and
atestsample is added thereto. Then, actions reflecting the signal transduction through inflammatory cytokines, production
of inflammatory cytokines, physiological activity of inflammatory cytokines, inflammatory stimulation-induced signal trans-
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duction, and so on are detected or measured. The introduction and contact of a test sample may be achieved by adding
the test sample into a cell culture medium.

[0173] Biological activities transduced through the mediation of TAK1, or TAK1 and TAB1 include, for example, bio-
logical activities of inflammatory cytokines, the activity of inducing inflammatory mediators, and change in the expression
levels of reporter genes.

[0174] Specific examples of inflammatory cytokine are IL-1 (e.g., IL-1a and IL-1B), TNF (e.g., TNFa and TNF B), IL-
6, etc. The biological activity of IL-1 includes the enhancement of antibody production, activation of T and/or B cells,
induction of production of other cytokines including IL-6, IL-2, and IFN-§ based on cytokine network, induction of acute-
phase proteins, fever, activation of vascular endothelial cells, infiltration of leukocytes, and production of collagenase
and/or collagen. Accordingly, any of these actions can be detected or measured to detect the biological activity of IL-1
as an inflammatory cytokine.

[0175] The biological activity of TNF includes the activation of T cell and macrophage, induction of production of other
cytokines including IL-1, IL-6, and IL-8 based on cytokine network, induction of apoptosis, production of collagenase
and/or collagen, and production of prostaglandins. Accordingly, any of these actions can be detected or measured to
detect the biological activity of TNF as an inflammatory cytokine. The biological activity of IL-6 includes the induction of
acute-phase proteins, enhancement of antibody production, increase in hematopoietic stem cell, enhancement of neu-
ronal cell differentiation. Accordingly, any of these actions can be detected or measured to detect the biological activity
of IL-6 as an inflammatory cytokine.

[0176] Celllines and such that are already known to show these actions can be used in the detection or measurement
of these actions in order to detect the biological activity of inflammatory cytokines. For example, the activity of inducing
cytokine production can be detected or measured quantitatively by assaying the amount of cytokine produced ina T cell
line by ELISA or PCR.

[0177] In order to detect and/or measure the activity of inducing inflammatory mediators such as prostaglandins, as
a biological activity mediated by TAK1, or TAK1 and TAB1, quantitative assay can be performed by using a macrophage
cell line and a commercially available kit, etc. When the enhancement of antibody production is intended to be detected
or measured, the production amount of antibody can be assayed by using a B cell line by ELISA. In the case of detection
or measurement of the action of T cell activation, the evaluation can be done, for example, by analyzing cell surface
markers on a T cell line by FACS or the like.

[0178] The biological activity mediated by TAK1, or TAK1 and TAB1 can be detected and/or measured by observing
change in the expression level of a reporter gene which is activated in response to the biological activity. Luciferase, -
galactosidase, HIS3 gene, chloramphenicol acetyltransferase (CAT), green fluorescent protein (GFP) gene, or the like
can be used as the reporter gene which is activated in response to the biological activity produced by the binding between
TAK1 and TAB1. When a reporter gene is used, Northern analysis can be conducted to detect and/or measure the
expression level of the gene.

[0179] The expression of inflammatory cytokines such as IL-6 and IL-1 is increased upon inflammatory stimuli such
as IL-1 or LPS in monocyte/macrophage cells. Thus, in the case of detection and/or measurement of the biological
activity the transduction of which is mediated by TAK1, or TAK1 and TAB1, TAK1 and/or TAB1 are expressed in the
cells, an inflammatory stimulus such as IL-1 or LPS is given to the cells, thereby evaluating the signal transduction
through inflammatory cytokines and the associated production of the inflammatory cytokines, physiological activity of
inflammatory cytokines, the signal transduction through inflammatory stimulation, and/or the expression of inflammatory
cytokines.

[0180] The term "inflammatory stimulus" means herein an stimulus inducing inflammatory reaction, including bacterial
infection or injury that is a cause of disorders in living tissues, physical stimulation such as heat, coldness, radiation, or
electrostimulation, chemical substance, or abnormality of biological immunity. The inflammatory stimuli include, for
example, IL-1 and LPS.

[0181] Expression vectors for expressing desired proteins can be constructed by inserting genes encoding ’ them into
suitable restriction enzyme sites of expression vectors. For example, a reporter gene construct containing the luciferase
gene which is regulated by an NF-KB response element derived from the IFN-$ gene (p55lgkLuc; Fuijita, T., et al., Gene,
Dev., (1993) 7, 1354-1363) is introduced into 293 cells in which the respective expression plasmids are introduced and
also into the control cells in which an expression vector without gene insert has been introduced. The respective cells
are cultured in medium with or without 10 ng/ml IL-1. Luciferase activity is then assayed in the cell extracts.

[0182] When no test sample is added to the cells, the addition of IL-1 increases the luciferase activity. On the other
hand, in the presence of a test sample, the luciferase activity is not increased in the cells. In other words, a target
compoundinthe testsample inhibits the IL-1-induced elevation of reporter gene expression. Thus, increases in expression
level of the reporter gene can be measured, and thereby successfully screening the target compound.

[0183] Also described herein is an inhibitor of the signal transduction through inflammatory cytokines, inhibitor of the
production of inflammatory cytokines, and an anti-inflammatory agent, which contain as an active ingredient a compound
inhibiting the signal transduction through TAK1. Further described herein is an inhibitor of the physiological activity of
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inflammatory cytokines and an inhibitor of the signal transduction through inflammatory stimulation, which contain as
an active ingredient a compound inhibiting the signal transduction through TAK1.

[0184] The term "a compound inhibiting the signal transduction through TAK1" means a compound inhibiting the
biological activity of TAK1 as described herein. Such a compound inhibiting the signal transduction through TAK1
includes, for example, a compound inhibiting the binding between TAK1 and TAB1, a compound inhibiting the kinase
activity of TAK1, and a compound inhibiting antagonism of substrate for TAK1.

[0185] The term "a compound inhibiting the binding between TAK1 and TAB1" indicates a compound inhibiting the
interaction between TAK1 and TAB1. Such a compound inhibiting the binding between TAK1 and TAB1 includes, for
example, a compound that specifically binds to TAK1 or a compound that specifically binds to TAB1. These compounds
may be compounds that specifically bind to the respective targets, compete for the targets with the proteins which bind
to the targets, and the competitive binding keeps the proteins which bind to the targets free from the targets. These
compounds may be compounds that specifically bind to the region where TAK1 and TAB1 bind to each other and thereby
inhibiting the binding between TAK1 and TAB1.

[0186] The compounds inhibiting the binding between TAK1 and TAB1 may be compounds that specifically bind to
TAK1 or TAB1 and, for example, have the ability of binding to the target but lack in the ability of activation of TAK1 and/or
TAB1. More preferably, the compounds inhibiting the binding between TAK1 and TAB1 may be compounds that spe-
cifically bind to the binding site of TAK1 to TAB1, or the binding site of TAB1 to TAK1.

[0187] Such compounds inhibiting the binding between TAK1 and TAB1 include proteins, peptides, and chemically
synthesized compounds, for example, TAK1 or TAB1 mutants, partial peptides of TAK1 or TAB1, antibodies against
TAK1 or TAB1, compounds that specifically bind to TAK1, TAB1, or both, or antisense oligonucleotides of TAK1 or TAB1.
[0188] Thereis no particular limitation on the structure, origin, and such of the compound inhibiting the binding between
TAK1 and TABH1, as far as the compound has the activity of inhibiting the binding between TAK1 and TAB1.

[0189] A specific example of the compound inhibiting the binding between TAK1 and TAB1 is TAK1-DN as described
below in Examples. TAK1-DN has the amino acid sequence from amino acid 77 Glu to amino acid 303 GIn in the amino
acid sequence of SEQ ID NO: 2. TAK1-DN has TAB1-binding activity but lacks in TAK1 kinase activity. Accordingly,
TAK1-DN can bind to TAB1 but not induces the signal transduction through TAK1. As a consequence, TAK1-DN inhibits
the binding between normal TAK1 and TAB1. Thus, TAK1-DN can be a specific example of the compound inhibiting the
signal transduction through TAK1.

[0190] The compound inhibiting the binding between TAK1 and TAB1 can be obtained by using the screening system
with TAK1 and TAB1. Such a system screening with TAK1 and TAB1 includes the screening system using ELISA or
two-hybrid system as described herein.

[0191] The compound inhibiting the kinase activity of TAK1 may be a compound inhibiting TAK1 activation or a
compound inhibiting the catalytic function of TAK1. The compound inhibiting TAK1 activation includes, for example, the
above-mentioned compound inhibiting the binding between TAK1 and TAB1, or a compound inhibiting TAK1 activation
accompanying the binding with TAB1.

[0192] These compounds may be compounds that specifically bind to the respective targets, compete for the targets
with the proteins which bind to the targets, and the competitive binding keeps the proteins which bind to the targets free
from the targets. These compounds may be compounds that specifically bind to the region where TAK1 and TAB1 bind
to each other or to the TAK-1 activating region of the TAB1 and thereby inhibiting the binding between TAK1 and TAB1
or inhibiting TAK1 activation accompanying the binding.

[0193] The compounds inhibiting the kinase activity of TAK1 can also be compounds that act on the catalytic region
of TAK1 and inhibit the phosphorylation ability of activated TAK1. For example, such compounds can be compounds
that inhibit the catalytic action in the phosphorylation or the interaction with the substrate. These compounds may be
compounds that specifically bind to the respective targets, compete for the targets with the proteins which bind to the
targets, and the competitive binding keeps the proteins which bind to the targets free from the targets. These compounds
may be compounds that specifically bind to the catalytic region of TAK1 or the region binding to substrate protein in
TAK1, TAK1-binding region of a substrate protein, or the region to be phosphorylated by TAK1, and thereby inhibiting
the binding between TAK1 and its substrate or inhibiting the phosphorylation by TAK1 accompanying the binding. Such
acompound inhibiting TAK1 kinase activity can be obtained by using the in vitro kinase assay system as described above.
[0194] Such compounds inhibiting the signal transduction through TAK1 include proteins, peptides, and chemically
synthesized compounds, for example, TAK1 or TAB1 mutants, partial peptides of TAK1 or TAB1, antibodies against
TAK1 or TAB1, compounds that specifically bind TAK1, TAB1, or both, or antisense oligonucleotides of TAK1 or TAB1.
There is no particular limitation on the structure, origin, and such of the compound inhibiting the signal transduction
through TAK1, as far as the compound has the activity of inhibiting the signal transduction through TAK1. The compound
inhibiting the signal transduction through TAK1 includes a compound of which structure is in part modified by addition,
deletion, and/or substitution.

[0195] As described below in Examples, it has been revealed that the compound inhibiting the signal transduction
through TAK1 inhibits the production of inflammatory cytokines such as IL-1, TNF, and IL-6 induced by an inflammatory
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stimulus (LPS) and also inhibits IL-6 production that is induced by an inflammatory cytokine (IL-1). Accordingly, the
compound inhibiting the signal transduction through TAK1 is useful for inhibiting the signal transduction through these
inflammatory cytokines, the production of inflammatory cytokines induced thereby, the physiological activity of inflam-
matory cytokines, the signal transduction through inflammatory stimulation, and/or inflammatory stimulation. It is known
that cytokines such as IL-1, TNF, and IL-6 are involved in inflammatory reaction and therefore are collectively called
inflammatory cytokine.

[0196] These inflammatory cytokines are assumed to be involved in the advancement of various diseases such as
sepsis, rheumatoid arthritis, asthma, nephritis, hepatitis, and pneumonia. Thus, pharmaceutical compositions, which
contain a compound inhibiting the signal transduction through TAK1, can be used for the treatment and/or prevention
of these diseases.

[0197] Further, it is known that the inhibition of inflammatory stimulation-induced or cytokine network-associated pro-
duction of inflammatory cytokines as well as the inhibition of physiological action of inflammatory cytokine reduces
inflammation and suppresses the inflammatory action. Thus, the compound inhibiting the signal transduction through
TAK1 has the anti-inflammatory effect suppressing the inflammatory stimulation and/or the physiological action of in-
flammatory cytokines. Accordingly, the compound inhibiting the signal transduction through TAK1 is useful as an anti-
inflammatory agent. The compound inhibiting the signal transduction through TAK1 can be used for the expectation of
the anti-inflammatory effect in treating diseases with inflammation.

[0198] The herein described inhibitor of the signal transduction through inflammatory cytokines, inhibitor of the pro-
duction of inflammatory cytokines, anti-inflammatory agent, or pharmaceutical composition can be used in a usual manner
when given as a pharmaceutical agent to human or other mammals, for example, mouse, rat, guinea pig, rabbit, chicken,
cat, dog, sheep, pig, cow, monkey, hamadryas baboon, and chimpanzee.

[0199] For example, as required, the herein described inhibitor, agent, or composition can be used orally as a sugar
coated tablet, capsule, elixir, or microcapsule, or used parenterally as an injection of sterile solution or suspension thereof
in water or any other pharmaceutically acceptable liquid.

[0200] For example, the product can be manufactured by mixing the herein described inhibitor of the production of
inflammatory cytokines or anti-inflammatory agent with a physiologically acceptable carrier, flavoring agent, filler, vehicle,
preservative, stabilizer, and/or binderin generally acceptable unit dose formulation which s required for drug manufacture.
In such a preparation, the amount of the active ingredient should be an appropriate dose within an indicated range of dose.
[0201] Additives that can be mixed to tablet and capsule include, for example, binders such as gelatin, corn starch,
gum tragacanth, and gum Arabic, fillers such as crystalline cellulose, swelling agents such as corn starch, gelatin, and
alginic acid, lubricants such as magnesium stearate, sweetener such as sucrose, lactose, and saccharin, and flavoring
agents such as peppermint, Gaultheria adenothrix oil, and cherry.

[0202] When the dosage form is a capsule, it can contain a liquid carrier such as fatty oil in addition to the above-
mentioned materials. The sterile composition for injection can be formulated with a vehicle such as distilled water for
injection according to a commonly used procedure for drug manufacture.

[0203] Aqueous solutions for injection include, for example, physiological saline, isotonic solution containing glucose
or other adjuvants, for example, D-sorbitol, D-mannose, D-mannitol, or sodium chloride, which can be used together
with an appropriate solubilizer, for example, alcohol, specifically, ethanol, polyalcohol, for example, propylene glycol,
polyethylene glycol, nonionic detergent, for example, polysorbate 80 or HCO-50.

[0204] The oil is exemplified by sesame oil and soybean oil, and it can be used together with benzyl benzoate or
benzyl alcohol as a solubilizer. A buffer (e.g., phosphate buffer and sodium acetate buffer), pain-killer (e.g., procaine
hydrochloride), stabilizer (e.g., benzyl alcohol and phenol), or antioxidant can be formulated into the preparation. The
formulated solution for injection is generally filled into an appropriate ampul.

[0205] Dosage of the herein described inhibitor of the production of inflammatory cytokines or anti-inflammatory agent
varies depending on symptoms but generally is about 0.1 to 100 mg a day, preferably about 1.0 to 50 mg a day, and
more preferably about 1.0 to 20 mg a day, for human adult (in the case of body weight 60 kg) when given orally.
[0206] In the case of parenteral administration, its single dose can vary depending on the type of subject and organ
to be given, symptoms, and administration procedures but it is preferable to typically administer, for example, about 0.01
to 30 mg a day, preferably about 0.1 to 20 mg a day, more preferably about 0.1 to 10 mg a day by intravenous injection
for human adult (in the case of body weight 60 kg) when given as an injection. The drug can be given to other animals
and the dose to be given can be converted based on the dosage for body weight of 60 kg.

Brief Description of the Drawings

[0207]

Figure 1 shows a schematic illustration of the structure of TAK1-DN expression vector used in the preparation of
transgenic mice.
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Figure 2 shows a result of Southern analysis of DNA for TAK1-DN expression vector, which is integrated into
transgenic mouse founders.

Figure 3 shows a result of Northern analysis of MRNAs from F1 generation of transgenic mouse in which TAK1-DN
expression vector is integrated.

Figure 4 shows an analytical result for the induction of production of TNF, IL-13, and IL-6 in LPS-stimulated peritoneal
macrophages derived from TAK1-DN-expressing transgenic mouse.

Figure 5 shows an analytical result for the induction of IL-6 production in IL-1a-stimulated peritoneal macrophages
derived from TAK1-DN-expressing transgenic mouse. Observed values (open circle) in multiple sets of experiment
and the means (closed square) =S.D. are displayed.

Figure 6 shows an analytical result for the degradation of [xBo by proteasome in LPS-stimulated and IL-1¢-stimulated
peritoneal macrophages derived from TAK1-DN-expressing transgenic mouse.

Figure 7 shows a graph indicating a result of two-hybrid assay using CHO cells. The result shows means+S.D. for
the luciferase activity in cell extracts prepared from 3 wells.

Best Mode for Carrying Out the Invention

[0208] The present invention is illustrated in detail below with reference to Examples and a Reference Example, but
is not to be construed as being limited thereto.

Example 1. Construction of TAK1-DN expression vector and creation of transgenic mice

[0209] A TAK1-DN expression vector that acts as a dominant negative inhibitor was prepared to demonstrate that the
signal transduction through LPS or inflammatory cytokines can be inhibited by inhibiting the specific binding between
human TAK1 and human TAB1.

[0210] TAK1-DN has the amino acid sequence, corresponding to the TAB1-binding region of TAK1, which covers a
stretch from amino acid 77 Glu to amino acid 303 Gin in the amino acid sequence of SEQ ID NO: 2. The TAK1-DN-
encoding gene fragment was amplified by using ph-TAK1 (refer to Unexamined Published Japanese Patent Application
(JP-A) No. Hei 9-163990) as a template DNA by PCR. Specifically, a sense primer TAK1S (SEQ ID NO: 5) containing
a recognition site for restriction enzyme EcoRI and the initiation codon ATG and an antisense primer TAK1AS (SEQ ID
NO: 6) containing a recognition site for restriction enzyme EcoRI and the stop codon were used to amplify the TAK1-
DN-encoding DNA fragment.

[0211] The resulting PCR products were digested with restriction enzyme EcoRI and then inserted at an EcoRI site
of animal cell expression vector pLG-1 (see Figure 1) containing H-2Ld promoter to prepare TAK1-DN transgenic vector
pLG-TAKDN.

[0212] DNA was introduced by microinjection under an inverted microscope (LEICA) with Nomarski differential-inter-
ference device by using glass micropipettes connected with a micromanipulator. Specifically, 2 pl of solution of TAK1-
DN-encoding DNA molecule (about 500 molecules of in 1-pl PBS) was injected into a male pronucleus in a fertilized
egg from C57BL/6J mouse. The gene fragment for the introduction was prepared by digesting pLG-TAKDN with restriction
enzyme Xhol and then separating and purifying it by agarose gel electrophoresis.

[0213] The manipulated egg with introduced DNA was transplanted in an oviduct of pseudopregnant female mouse
(recipient mouse) of ICR strain. The pseudopregnancy was induced by mating with a male mouse that had undergone
vasoligation. Nineteen days after the transplantation, the neonatal mice were born by normal spontaneous delivery or
by Caesarean section. The neonatal mice born by Caesarean section were nursed by another female mouse of ICR
strain that had been arranged previously as a foster mother.

[0214] DNAs were prepared from tails of the neonatal mice at the age of 3 to 4 weeks, to test the presence of the
introduced sequence by PCR. The DNAs for the analysis were prepared as follows. Specifically, each 2-cm tail section
was lysed in a 1-ml lysis buffer (20 mM Tris-HCI, pH 7.0, 100 mM NaCl, 20 mM EDTA, 1% SDS, 1 mg/ml Proteinase
K) at 55°C overnight. After a series of phenol extraction, phenol-chloroform extraction, and chloroform extraction, the
DNA was extracted by isopropanol-precipitation. The DNA obtained was dissolved in 100 pl TE (10 mM Tris-HCI, pH
8.0, 1 mM EDTA).

[0215] PCR analysis was carried out by using the DNA (100 ng) as a template and PCR primers Rb-glo1 (SEQ ID
NO: 7) and TA12A (SEQ ID NO: 8). The analysis revealed that, of the 22 mice, 3 males and 2 females had the new gene.
[0216] Figure 2 shows a result of genomic Southern analysis. Specifically, EcoRI-digested genomic DNA (50 p.g) was
electrophoresed on a0.7% agarose gel, and transferred onto a nylon membrane Hybond N+ (Amersham). The membrane
was hybridized to a probe of TAK1-DN DNA (50 ng) labeled with [o-32P] dCTP according to a usual method. The result
showed that bands of interest were detected in only TAK1-DN transgenic mice, and the presence of introduced gene
was confirmed.

[0217] A line (female) of the above-mentioned created mice was mated with a C57BL/6J male mouse for the first
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generation. The obtained mice were analyzed for the presence or absence of the introduced gene in the same manner
as described above. The result showed that the introduced gene was inherited in 11 of the 25 F; mice.

[0218] Figure 3 shows a result of verification of actual mMRNA expression of TAK1-DN in F; mice. Specifically, total
RNAs were prepared from the livers and kidneys of F; mice, and 30-p.g aliquots of them were electrophoresed on a
denaturation agarose gel with 1% formalin. The RNAs were transferred onto a nylon membrane Hybond N+ (Amersham)
and hybridized to a probe of TAK1-DN DNA (50 ng) labeled with [0-32P] dCTP according to a usual method. The result
showed that bands of interest were detected in only F, mice, and the expression of introduced gene was confirmed.
[0219] The transgenic mouse lines were subcultured and maintained by using external fertilization. Specifically, 48
hours after the injection of 5 IU pregnant mare serum gonadotropin (PMSG, TEIKOKU HORMONE Mfg. Co.), a dose
of the same units of human chorionic gonadotropin (hCG, Sankyo) was injected in a C57BL6/J female mouse, followed
by mating with a F; male mouse. Then, 16 to 17 hours after the injection of hCG, sperms were collected from the caudal
portion of a male mouse. The sperms were incubated in a TYH medium (the 1-ml medium contains NaCl 6.97 mg, KCI
0.36 mg, CaCl, *» 2H,0 0.25 mg, KH,PO, 0.16 mg, MgSQO, * 7H,0 0.29 mg, NaHCO5 2.11 mg, sodium pyruvate 0.11
mg, streptomycin 50 g, penicillin 75 pg, and glucose 1.0 mg, pH 7.0) containing 4 mg/ml BSA at 37°C for 1.5 hours.
Immediately before the end of the incubation, eggs were collected from a C57BL6/J female mouse and placed ina TYH
medium containing 4 mg/ml BSA under oil. Then the sperms were added to the medium containing the eggs, and the
mixture was incubated at 37°C for 4 to 6 hours. The resulting fertilized eggs were transferred in a Whitten’s medium (the
1-mlI medium contains NaCl 5.14 mg, KCI 0.36 mg, KH,PO, 0.16 mg, MgSO, * 7H,0 0.29 mg, NaHCO3 1.90 mg, calcium
lactate pentahydrate 0.53 mg, streptomycin 50 g, penicillin 80 n.g, glucose 1.0 mg, and 3.7 mg of 60% sodium lactate)
containing 100 mM EDTA and 4 mg/mI BSA, and transplanted in the oviduct of a female mouse after removing the sperms.

Example 2. Cytokine production capacity of peritoneal macrophages expressing TAK1-DN

[0220] Peritoneal macrophages were prepared from TAK1-DN-expressing transgenic mice, and the responses of the
cells to IL-1 and lipopolysaccharide (LPS; Sigma) were examined.

[0221] Specifically, 10 ml of ice-cold PBS solution containing 0.36% sodium citrate was injected into the peritoneal
cavity of a TAK1-DN-expressing transgenic mouse (TAK1-DN Tgm) or a C57BL/6 mouse (wild-type mouse) of the same
weeks of age. The mouse was given a massage for 30 seconds, and then the solution was recovered from the mouse.
The solution recovered was centrifuged, and the precipitated cells were resuspended in RPMI1640 (GIBCO-BRL) con-
taining 10% FBS (GIBCO-BRL). The cells were plated in wells at a cell density of 5 x 104/well. The cells were cultured
at 37°C for 2 hours, and floating cells were removed by washing with media. Cells adsorbed on the culture plate were
used as peritoneal macrophages.

[0222] LPS, at a final concentration of 10 ng/ml, or IL-1a (Genzyme), at a final concentration of 10 ng/ml, was added
to the above-prepared peritoneal macrophages, and the cells were further cultured for 24 hours. The culture supernatant
was recovered. Then, the amounts of IL-1f in the culture supernatant of LPS-stimulated macrophages and IL-6 in the
culture supernatant of IL-1a-stimulated macrophages were assayed by ELISA kits (Genzyme).

[0223] The results are shown in Figures 4 and 5. LPS-stimulated induction of production of TNF, IL-1c, and IL-6 is
evaluated in Figure 4. The induction of production of these inflammatory cytokines was significantly inhibited in TAK1-
DN Tgm-derived macrophages as compared with wild-type mouse-derived macrophages. Likewise, the induction of IL-
6 production was significantly inhibited in TAK1-DN Tgm-derived macrophages as compared with wild-type mouse-
derived macrophages, as seen in Figure 5. showing the result of experiment for the induction of IL-6 production by IL-
1 stimulation. The described results indicate that inhibition of the binding between TAK1 and TAB1 suppresses the
inflammatory stimulation (LPS)-induced production of inflammatory cytokines as well as suppresses the cytokine pro-
duction based on the inflammatory cytokine network.

Example 3. IkBo degradation in TAK1-DN expressing peritoneal macrophages stimulated by LPS and IL-1o

[0224] The macrophages derived from wild-type mice and from TAK1-DN Tgm, which were prepared as described
above, were stimulated by LPS or IL-1, and the time course of degradation of IxBa by proteasome was monitored (0,
30, and 60 minutes). Specifically, the peritoneal macrophages were cultured in wells of a 96-well plate at a cell density
of 1x108/well. LPS (1 wg/ml) or IL-1o (10 ng/ml) was added to the culture in the presence or absence of proteasome
inhibitor MG132 (40 wM). The cells were harvested after 30 or 60 minutes.

[0225] The cells were washed with PBS (-), and then a lysis buffer was added thereto for the preparation of cell lysate.
An aliquot of each lysate corresponding to about 2x10° cells was subjected to gel electrophoresis by 9% SDS-PAGE.
The fractionated proteins were blotted onto a nitrocellulose membrane and then incubated with anti-lkBa antibody
(SantaCruz) as a primary antibody for 1.5 hours. After wash, horseradish peroxidase-conjugated goat anti-rabbit antibody
was used as a secondary antibody. After the reaction of the secondary antibody, the reaction product was detected by
using ECL (Amersham). As seen in Figure 6, rapid degradation of IkBo. was observed in a control experiment with wild-
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type mouse-derived macrophages stimulated by LPS and IL-1, suggesting the induction of NFxB activation. On the other
hand, no remarkable degradation of IkBa was observed in TAK1-DN Tgm-derived macrophages even when the cells
were stimulated by LPS and IL-1, suggesting the suppression of NFxB activation. Thus the present Example revealed
atthe molecular biological level that the inhibition of signal transduction through TAK1 can significantly inhibit the activation
of NFxB.

Reference Example 1

[0226] The animal cell two-hybrid system (Dang et al., (1991) Mol. Cell. Biol. 11, 954-962) using TAB1 peptide and
TAK1 peptide was used to analyze whether or not a peptide (TAK1-DN) from Glu at amino acid 77 to GIn at amino acid
303 in the TAK1 peptide of SEQ ID NO: 2 is capable of inhibiting the binding between TAK1 peptide and TAB1 peptide
and further capable of inhibiting TAK1 peptide activation in animal cells.

[0227] First, each of genes encoding full-length TAK1 and TAK1-DN was ligated with the gene encoding GAL4 DNA-
binding domain (GAL4-BD) to prepare an expression vector. The gene encoding full-length TAK1 was obtained from
yeast two-hybrid expression plasmid pBTMHu11F (ShibuyaH. etal., (1996) 272, 1179-1182) by digesting it with restriction
enzymes EcoRI and Pstl. Subsequently, the gene was ligated between EcoRI and Pstl sites of an expression vector
pM (CLONTECH) containing the GAL4-BD gene to obtain an animal cell two-hybrid expression plasmid pM-TAK1.
[0228] In the next step, the gene encoding TAK1-DN was amplified by PCR using a sense primer DNTAK5S’ (SEQ ID
NO: 9) with a recognition site for restriction enzyme EcoRI and an antisense primer DNTAK3’ (SEQ ID NO: 10) with a
site for restriction enzyme Pstl by using plasmid pPBTMHu11F as a template DNA. The amplified DNA was digested with
restriction enzymes EcoRI and Pstl, and then ligated into pM vector, thereby constructing animal cell two-hybrid expres-
sion plasmid pM-TAK1DN.

[0229] Subsequently, the gene encoding TAB1C68 consisting of C-terminal 68 amino acid residues of TAB1 peptide
was ligated with the gene encoding transcription activation domain (VP16-AD) from VP16 protein of herpes simplex
virus to prepare an expression vector. The gene encoding TAB1C68 was prepared by digesting yeast two-hybrid ex-
pression plasmid pGAD-TAB1 (Shibuya H. et al., (1996) 272, 1179-1182) by restriction enzyme EcoRI, and then the
gene was ligated at an EcoRI site of expression vector pVP16 (CLONTECH) containing the gene encoding VP16-AD,
and thereby obtaining animal cell two-hybrid expression plasmid pVP16-C68.

[0230] The reporter plasmid used was pG5-Luc, which was constructed from pG5CAT (CLONTECH) containing 5
consecutive GAL4-binding sites and the chloramphenicol acetyltransferase (CAT) gene downstream thereof. pG5-Luc
contains the luciferase gene substituted instead of the CAT-encoding gene in the pG5CAT.

[0231] After cultured overnight, CHO cells (5x104 cells/each well) were washed with PBS. A mixture of 500 ng of
GAL4-BD fusion protein expression plasmid (any one of pM, pM-TAK1, and pM-TAK1DN), 500 ng of VP16-AD fusion
protein expression plasmid (pVP16 or pVP16-C68), 100 ng of reporter plasmid pG5-Luc, 50 ng of pRL-SV40 (containing
the Renilla luciferase gene downstream of SV40 promoter; Promega), and 10 pl LIPOFECTAMINE (GIBCO-BRL) was
added to the cell culture, and the culture was continued for 5 hours to achieve the introduction of the genes.

[0232] The culture further continued for 72 hours, and then luciferase activities in each cell extract were assayed by
using Dual-Luciferase™ Reporter Assay System (Promega). Specifically, the cells were washed with PBS, 250 ul of
Passive Lysis Buffer attached to the kit was added thereto, and the mixture was incubated at room temperature for 15
minutes. A 20-u.l aliquot of each cell extract was used for the assay. The efficiency of gene introduction was normalized
by using measured values for the activity of Renilla luciferase derived from the introduced pRL-SV40. The resultis shown
in Figure 7.

[0233] The elevation of luciferase activity was found in the combination of pM-TAK1DN and pVP16-C68 as well as
the combination of pM-TAK1 and pVP16-C68. This shows that, like full-length TAK1, TAK1-DN is also capable of binding
to TAB1.

Industrial Applicability

[0234] The present invention has revealed that TAK1 participates in the signal transduction through inflammatory
cytokines such as IL-1, TNF, or IL-6, and that compounds inhibiting the TAK1-associated signal transduction inhibit the
production of inflammatory cytokines such as IL-1, TNF, and IL-6. Accordingly, the inventive screening method is useful
to screen compounds inhibiting the production of inflammatory cytokines. As further described, compounds inhibiting
the TAK1-associated signal transduction are useful as inhibitors of the signal transduction through inflammatory cytokines,
inhibitors of the production of inflammatory cytokines, inhibitors of the physiological activities of inflammatory cytokines,
and inhibitors of the signal transduction through inflammatory stimulation. Further, compounds inhibiting the signal
transduction through TAK1 are useful as anti-inflammatory agents.
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Leu

135

8Ccg

Ala

aga

gea

aaa

gat

Arg Ala Lys Asp

aaa

Lys

aat

Asn

atg

Met

gaa
Glu
120

cag

Gln

cta

Leu

gcg

Ala

att

Ile

gaa
Glu

105

cca

Pro

tgt

Cys

att

Ile

26

ttt

Phe

gta
Val
90

tat

ttg

Leu

tce

Ser

cac

His

att
Ile
75

aag

Lys

gct

Ala

cca

Pro

caa

Gln

agg

Arg

gtt
Val
60

gta

Val

ctt

Leu

gaa

Glu

tat

Tyr

gga
Gly
140

gac

Asp

gect

Ala

gag

Glu

tat

Tyr

EgE

Gly

att

Ile

ctt

Leu

gga

Gly

ggc

Gly

. 110

tat
Tyr
125

gtg
Val

ctg

Leu

act

Thr

get

Ala

aaa

Lys

aaa

Lys

cge

Arg

gcc
Ala
95

tct

Ser

get
Ala

tat

Tyr

cca

Pro

371

419

467

516

563

611

659
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145

cca aac

Pro Asn

160

ttt ggt

Phe Gly

agt gect

Ser Ala

gaa aaa

Glu Lys

acg cgt
Thr Arg

225

atg tgg
Met Trp
240

tta

Leu

aca

Thr

get

Ala

tgt
Cys

210

cgg
Arg

get

Ala

ctg

Leu

gee

Ala

tgg

Trp

195

gac

Asp

aaa

Lys

gtt

Val

ctg

Leu

gtt

Val

' 165

tgt

Cys

gac

Asp

180

atg

Met

gtc

Val

ccC

Pro

cat

His

gca

Ala

tte

Phe

ttt

Phe

‘aat

150

gca

Ala

att

Ile

cct

Pro

agc

Ser

gat
Asp

230

get
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888 EBBEg aca

Gly Gly Thr

cag aca cac
Gln Thr His
185

gaa gtt ttt
Glu Val Phe
200

tgg ggt att
Trp Gly I1le
215

gag att ggt

Glu Ile Gly

act cga cca

Asn Gly Thr Arg Pro

245

27

gtt
Val
170

atg

Met

gaa

Glu

att

Ile

g8c

Gly

cca
Pro

250

155

cta

Leu

acc

ggt

Gly

ctt

Leu

cca
Pro

236

ctg

Leu

aaa

Lys

aaf

Asn

agt

Ser

tgg
Trp
220

get

Ala

ata

Ile

att

Ile

aac

Asn

aat
Asn

205

gaa

Glu

tte

Phe

aaa

Lys

tgt

Cys

aag

190

tac

Tyr

gtg
Val

cga

Arg

aat

Asﬁ

gat
Asp

1756

:4:1:4

Gly -

agt

Ser

éta

Ile

atc

Ile

tta .

Leu

255

707

755

803

851

899

947
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cct aag ccc

Pro Lys Pro

tce cag cge

Ser Gln Arg

atg cgg tac
Met Arg Tyr

290

tat tca gat
Tyr Ser Asp

305
atg gac att
Met Asp Ile
320
gag caa gtt

Glu Gln Val

ttg ttg aaa

att

Tle

cct

Pro

275

ttt

Phe

gaa

Glu

gect
Ala

cct

Pro

aat

gag
Glu
260

tca

Ser

cca

Pro

gga

Gly

tct

Ser

gee
Ala
340

cag

agc ctg

Ser Leu

atg gag

Met Glu

gega gca

Gly Ala

cag agc
Gln Ser

310

aca aat

Thr Asn

325

aca aat

Thr Asn

gca aag
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atg

Met

gaa

Glu

gat
Asp
295

aac

Asn

acg

Thr

gat

Asp

caa

Leu Leu Lys Asn Gln Ala Lys Gln

act

Thr

att
Ile
280

gag

Glu

tct

Ser

agt

Ser

act

Thr

cag

cgt
Arg
265

gtg’

Val

cca

Pro

gee

Ala

aac

Asn

att
Ile
345

agt

tgt

Cys

aaa

Lys

tta

Leu

acce

Thr

aaa
Lys

330

aag

Lys

gaa

Gln Ser Glu

28

tgg

Trp

ata

Ile

cag

Gln

agt
Ser

315

agt

Ser

cge

Arg

tct

Ser

tct

Ser

atg

Met

. 285

tat
Tyr
300

aca

Thr

gac

Asp

tta

Leu

gga

Gly

daa

Lys

act

Thr

cct

Pro

gg¢C
Gly

act

Thr

gaa

Glu

cgt

Arg

gat
Asp
270

cac

His

tgt

Cys

tca

Ser

aat

Asn

tca
Ser

350

tta

Leu

cct

Pro

ttg

Leu

cag

Gln

tte

Phe

atg
Met

335

aaa

Lys

agce

Ser

995

1043

1091

1139

1187

1235

1283
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. ttg gga gee

Leu Giy Ala

370

gag ggc~aag
Glu Gly Lys
385

géc gca acc
Ala Ala Thr
400

ttg act gta

Leu Thr Val

agt ccc agt

Ser Pro Ser

cca act cga

355

tce

Ser

agg

Arg

aca

Thr

act

Thr

gte

Val

‘435

agt

cat ggg
His Gly

atg agt

Met Ser

gge aac
Gly Asn

405
gga aca
Gly Thr
420
aga atg

Arg Met

cat cca

Pro Thr Arg Ser His Pro

450

age

Sef

get
Ala
390

gga

Gly

gaa

Glu

att

Ile

lgg

Trp
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agt

Ser

375

gac

Asp

cag

Gln

cct

Pro

act

Thr

360

gtg gag agc'ttg cce

Val Glu Ser Leu.Pro

atg tct gaa

Met Ser Glu

cca aga cgt
Pro Arg Arg
410

ggt cag gtg
Gly Gln Val

425

acc tca gga

Thr Ser Gly

" 440

acc
Thr
455

cct gat gat

Pro Asp Asp

29

ata
Ile
395

aga

Arg

age

Ser

cca

Pro

tce

Ser

380

gaa

Glu

tcc

Ser

agt

Ser

acc

Thr

aca
Thr
460

365

cca

Pro

get

Ala

ate

Ile

agg

teca
Ser

445

gat

Asp

acc

Thr

ageg

Arg

caa

Gln

tca
Ser

430

gaa

Glu

acc

Thr

tct

Ser

atc

Ile

gac

Asp

415
tcc

Ser

aag

Lys

aat

Asn

1331

1379

1427

1475

1523

1571
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gga

Gly

. 465

cta

Lep

- 480

ttt

Phe

gaa

Glu

gac

Asp

cat

His

tca

Ser

cag

Gln

gaa

Glu

att

Ile

cag

Gln

aaa

Lys

. 545

caa-

Gln

tgc

Cys

gat

Asp

cct

Pro

cag

Gln

gca

Ala

gat
Asp
530

aag

Lys

aaa

Lys

aac

Asn

cta

Leu

cat

His

ttg

Leu'

tce

Ser

gea

Ala

tgt
Cys
500

tta

Leu

515

gaa

Glu

ctt

Leu

aaa

Lys

aag

Lys

tta

Leu

caa

Gln

ate

Ile

CCg

Pro

485

‘aaa

Lys

tta

Leu

gac

Asp

gat

Asp

cta

Leu

cca

Pro

470
tge

Cys

atg

Met

cag

Gln

cag

Gln

gaa

Glu
550

gag

Glu
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atg get tat

Met

cca

Pro

geca

Ala

aga

Arg

caa
Gln
535

aac

Asn

gtc

Val

Ala

aac

Asn

caa

Gln

aag

520

aat

Asn

aaa

Lys

atc

Ile

Tyr

tce

Ser’

gaa
Glu

505

caa

Gln

aca

Thr

agc

Ser

aga

ctt

Leu

aaa
Lys

490

tat

Tyr

gaa

Glu

tct

Ser

ctt

Leu

agt

aca
Thr
475

gaa

Glu

atg

Met

cta

Leu

cge

Arg

tct
Ser

555

cag

Arg Ser Gln

30

ctg

Leu

tect

Ser

aaa

Lys

gtt

Val

ctg
Leu

540

act

Thr

cag

Asp

atg

Met

gtt

Val

gca
Ala
525

gta

Val

tac

Tyr

cag

cac

His

gca

Ala

caa
Gln
510

gaa

Glu

cag

Gln

tac

Tyr

aaa

Gln Gln Lys

caa

Gln

gtg

Val
495

aca

Thr

ctg

Leu

gaa

Glu

cag

Gln

cga

Arg

1619

1667

1715

1763

1811

1859

1907
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560
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565

Gln Gly Thr Ser

agactttttt

gegcgtgttct

tttctcatgg

ttgaatgagc

tgetcattgt

aaacagcegtc

ctcatctcaa

gggtattata

agttccgtgt

cgtaaaatat

tttaaggaaa
gaatgc?aac
tggacataca
agcactttge
gtgaaggcta
cattttttca
aatattaata
aatttagagt
aagggctttg

gtaaaggtaa

ggaaaacctt

tgectatatt

attttactgt

aacttcaaaa

gcctaacaga

tattagaggt

atttttttee

gattggtggt

atgccagcat

gtggcagcetg

570

ataatgacga

tgctgecattt

ttcattgcat

cagatgcagt

acaggaggta

ggaacctcaa

caaaagatgg

atattacgga

ccttggatca

ctctatttaa

31

ttcatgagtg

ttttcattgt

aacatggtag

gaactgtggce

tcaaactagc

gaatgacttt

tatataccaa

aatacggaac

gtactgaact

tgaaagcagt

575

" caa gegc act tca'tgattctctg ggaccgttac attttgaaat atgcaaagaa

ttagettttt

ttattttect

catctgtgac

tgtatatgca

tgctatgtge

attcttgtat

gttaaagaca

ctttagggat

cagttccatc

tttaccggat

1959

2019

2079

2139

2199

2259

2319

2379

2439

2499

2559
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tttgttagac taaaatttga ttgtgataca ttgaacaaaa tggaactcat tttttttaag 2619

' gagtaaagat tttctttaga gcacaatgga tctcgac o 2656
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<210>2

<211> 579
<212>PRT

<213> Homo sapiens

<400> 2

Met Ser Thr Ala Ser Ala Ala Ser Ser Ser Ser Ser Ser Ser Ala Gly

1

Glu Met Ile

Tyr Lys Glu

35

Val Val Cys

50

Ile Glu Ser
65

5

10

Glu Ala Pro Ser Gln Val Leu Asn Phe Glu Glu

20

25

30

Ile Glu Val Glu Glu Val Val Gly Arg Gly Ala

40

45

Lys Ala Lys Trp Arg Ala Lys Asp Val Ala Ile

55

60

15

Ile Asp

Phe Gly

Lys Gln

Glu Ser Glu Arg Lys Ala Phe Ile Val Glu Leu Arg Gln

70

32

75

80
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Leu Ser Arg Val Asn His Pro Asn Ile Val Lys Leu Tyr Gly Ala Cys

Leu Asn Pro

' Tyr Asn_Val

115

His Ala Met
130

His Ser Met

145

Asn Leu Leu

Gly Thr Ala

Ala Ala Trp

195

Lys Cys Asp
210

85

Val Cys

100

Leu His

Ser Trp

Gln Pro

Leu Val

165

Leu Val Met

Glu

- 105

Gly Ala Glu

120

Cys Leu Gln
135

Lys Ala Leu

150

Ala Gly Gly

Pro

Cys

Ile

Thr

Cys Asp Ile Gln Thr His

180

Met Ala

Val Phe

Pro Glu Val

200

Ser Trp Gly
215

185

Phe

Ile

33

90 95

Tyr Ala Glu Gly Gly Ser Leu

110

Leu Pro Tyr Tyr Thr Ala Ala .
125

Ser Gln Gly Val Ala Tyr Leu
140

His Arg Asp Leu Lys Pro Pro

155 160

Val Leu Lys Ile Cys Asp Phé

170 175

Met Thr Asn Asn Lys Gly Ser
190

Glu Gly Ser Asn Tyr Ser Glu

205

Ile Leu Trp Glu Val Ile Thr
220
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Arg Arg

225

Trp Ala
Lys Pr;
Gln Arg
Arg Tyr

290

Ser Asp

- 305

Asp Ile

Gln Val

Leu Lys

Lys

Val

Ile

Pro

275

Phe

Glu

Ala

Pro

Asn

Pro

His

Glu
260

Ser

Pro

Gly

Ser

Ala
340

Gln

Phe

Asn

245

Ser

Met

Gly

Gln

Thr
325

Thr

Ala
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AsplGlu Ile Gly Gly Pro Ala Phe

230

Gly Thr Arg

Leu Met Thr.

Pro

Pro

250

Arg

. 265

Glu Glu Ile

280

Ala Asp Glu
295

Ser Asn Ser

310

Asn Thr Ser

Asn Asp Thr

Val

Pro

Ala

Asn

Ile

. 345

Lys Gln Gln

Ser

34

Cys

Lys

Leu

Thr

Lys

330

Lys

Glu

235

Leu Ile

Trp Ser

Ile Met

Gln Tyr

300

Ser Thr

315

Ser Asp

Arg Leu

Ser Gly

Lys

Lys

285

Pro

Gly

Thr

Glu-

Arg

Arg

Asn

Ile

Met"

© 240

Leu

" 255

Asp

270

His

Cys

Ser

‘Asn

Pro

Leu

Gln

Phe

Met

335

Ser

350

Leu

Lys

Ser

Pro

Ser

Met

Tyr

Met

320

Glu

Leu

Leu
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"Gly Ala

370

Gly Lys
385

Ala Thr

Thr Val

Pro Ser

Thr Arg

450

Ser Asp
465

Gln Pro
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355 | . 360

Ser His‘Gly Ser Ser Val Glu Ser Leu Pro

375 380

Arg Met Ser Ala Asp Met Ser Glu Ile Glu

390 ' 395

Thr Gly Asn Gly Gln Pro Arg Arg Arg Ser
405 . 410

Thr Gly Thr Glu Pro Gly Gln Val Ser Ser

420 ' 425

Val Arg Met Ile Thr Thr Ser Gly Pro Thr
435 440 '

Ser His Pro Trp Thr Pro Asp Asp Ser Thr

455 460

Asn Ser Ile Pro Met Ala Tyr Leu Thr Leu

470 475

Leu Ala Pro Cys Pro Asn Ser Lys Glu Ser

485 490

35

' 365

Pro

Ala

Ile

Arg

Ser

445

Asp

Asp

Met

Thr Ser Glu

Arg Ile Ala

400

Gln Asp Leu
415

Ser Ser Ser

430

Glu Lys Pro

Thr Asn Gly

His Gln Leu
480

Ala Val Phe
495
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EP 1127

Glu Gln His Cys Lys Met Ala Gln

- 500

Ile Ala Leu Leu Leu Gln Arg Lys

515 520

- Gln Asp Glu Lys Asp Gln Gln Asn

<210>
<211>
<212>
<213>

<220>
<221>
<222>

<400>

530 5356

Lys Lys Leu Leu Asp Glu Asn Lys

545 550

Cys Lys Lys Gln Leu Glu Val Ile
| 565

Gly Thr Ser.

3

1560

DNA

Homo sapiens

cDS
(30).. (1541)

3

36

944 B9

Glu Tyr Met Lys Val Gln Thr Glu
505 510
Gln Glu Leu Val Ala Glu Leu Asp

525

Thr Ser Arg Leu Val Gln.Glu His

540

Ser Leu Ser Thr Tyr Tyr Gln Gln
555 560
Arg Ser Gln Gln Gln Lys Arg Gln

570 575
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gaattbgtgg cccgecagggt tcctccaag atg geg

Met Ala

ctg cag agt gag cag cag cca agc tgg aca
Leu Gln Ser Glu Gln Gln Pro Ser Trp Thr
10 15

cac ctc tct ggg gtt ggec tca gee tee aac
His Leu Ser Gly Val Gly Ser Ala Ser Asn
25 30

ggc aag ggc act.gag agc cac ccg cca gag
Gly Lys Gly Thr Glu Ser His Pro Pro Glu
- 45 50

agg agt gag aac aac tgc ttc ctg tat ggg
Arg Ser Glu Asn Asn Cys Phe Leu Tyr Gly

60 65

ggc aac cga gtg acc aac ttc gtg gecc cag

gcg

Ala

gat

Asp

cge
Arg
35

gac

Asp

gte

Val

cgeg

cag

Gln

gac

Asp

20

agc

Ser

agc

Ser

ttc

Phe

ctg

Gly Asn Arg Val Thr Asn Phe Val Ala Gln Arg Leu

75 80

37

agg
Arg

ctg

Leu

tac

Tyr

tgg

Trp

aac

Asn

tce
Ser

85

agsg

Arg

‘cet:

Pro

tct

Ser

ctc

Leu

ggc
Gly
70

gca

Ala

agec ttg

Ser Leu

ctc tgc

Leu Cys

gc; gat
Ala Asp
40

aag ttc
Lys Phe
55

tat gat A

Tyr Asp

gag ctc

Glu Leu

63

101

149

197

245

293
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ctg

" Leu

gteg
Val

105

att

Ile

gag

Glu

gag

Glu

gtt

Val

aca

ctg
Leu

90

ctg

Leu

gac

Asp

gga

Gly

aga

Arg

gtg
Val
170

aac

4244
Gly

ctg

'Leu

gac

Asp

gte

Val

cte
Leu

165

gceg

Ala

cgt

cag

Gln

cag

Gln

gee

Ala

cct
Pro

140

aag

Lys

gte

Val

gca

ctg

Leu

gee

Ala

ttg
Leu

125

cag

Gln

acg

Thr

ctt

Leu

ctt

aat

Asn

ttc
Phe
110

get

Ala

cac

His

tta

Lgu

ctc

Leu

tta

gee
Ala

95
gat

Asp

gag

Glu

cag

Gln

gag
Glu

aac

Asn

175

tgc
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gag cac

Glu His

gtg gtg

Val Val

aag gca

Lys Ala

ctg cct

Leu Pro

145

ageg gaa

Arg Glu

160

aac aag

Asn Lys

aaa tcg

gece

Ala

gag

Glu

agc
Ser

130

cct

Pro

att

Ile

ctc

Leu

aca

38

gag

Glu

agg
Arg
115

ctc

Leu

cag

Gln

tcg

Ser

tac

Tyr

gtg

gee

Ala

100

age

Ser

‘cag

Gln

tat

Tyr

gga

Gly

gte
Val

180

gat

gat

Asp

tte

Phe

tcg

Ser

cag

Gln

888
Gly

165

gee

Ala

14:4:4

gtg cgg cgt

Val Arg Arg

ctg

Leu

caa

Gln

aag
Lys

150

gee

Ala

aat

Asn

ttg

gag

Glu

ttg
Leu

135

atc

Ile

atg

Met

gte

Val

cag

tcc.

Ser

120

-cca

Pro

ctt

Leu

gce

Ala

ggt

Gly

gtg

341

389

437

485

533

581

629
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Thr Asn Arg Ala Leu Leu Cys

185

aca cag ctg aac

Thr Gln Leu

cgt

. Arg

atc

Ile

aaa

Lys

cca

Pro

265

gtg
Val

ctt

Leu

atc

Ile

tat
Tyr
250

atc

Ile

acg

Thr

teg

Ser

tgt
Cys
235

ggc

Gly

atc

Ile

ggc

Gly

Asn

cag
Gln

220

:4:4:4

Gly

tac

Tyr

gca

Ala

tte

Phe’

190
gtg gac cac
Val Asp His

205

ctg ggec ttg

Leu Gly Leu

cag gag agc

Gln Glu Ser

acg gac att

Thr Asp Ile

255

gag cca gaa
Glu Pro Glu

270

ttg gtg ctg
Leu Val Leu

285
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Lys Ser Thr Val Asﬁ Gly Leu Gln Val

acc aca

Thr Thr

gat gct

Asp.Ala

225

acc cgg
Thr Arg
240

gac ctt

Asp Leu

atc cat

Ile His

atg tcg

Met Ser

gag
Glu
210

gga

Gly

cgg

ctc

Leu

134:44
Gly

gag
Glu

290

39

195

aac

.Asn

aag

Lys

atc

Ile

age

Ser

gca
Ala

275

gee
Gly

gag
Glu

atc

Ile

geg

Gly

get
Ala
260

cag

Gln

ttg

Leu

gat

Asp

aag

Lys

gag
Glu

cag

Gln

" 230

gat
Asp
245

gee

Ala

ccg

Pro

tac

Tyr

tac

Tyr

aag

Lys

ctg

Leu

aag

Lys

ctic
Leu

215

glg

Val

aag

Lys

tcc

Ser

gat

Asp

gee

Ala

295.

200

tte

Phe

ggg

Gly

gtt

Val

aaa

Lys

1444
Gly

280

cta

Leu

677

725

773

821

869

917
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gag

" Glu

att

Ile

gee

Ala

ggt

Gly

- 345

cta

Leu

ccg

Pro

cca

gca

Ala

gac

Asp.

gtc

Val

330

ggg

Gly

gtg
Val

agc

Ser

tac

gcce

Ala

act
Thr
315

gtg

Val

Bag

Glu

agg

Arg

cca

Pro

tce

cat
His
300

.gag

Glu

gac

Asp

cgt

Arg

aac

Asn

gce
Ala
380

agc
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gegg cct ggg cag gec aac

cag gag

Gly Pro Gly Gln Ala Asn Gln Glu

ttt gee

Phe ‘Ala

cgg gig

Arg Val

gcc agg
Ala Arg

350

ttt ggc
Phe Gly
365

cca gct

Prp Ala

gcc cag

305

aag cag acc

Lys

aag
Lys
335

tte

Phe

tac

Tyr

gea

Ala

agc

Gln
320

cge

Arg

tge

Cys

ccg

Pro

gga

Gly

acc

Thr

atc

Ile

CcCC

Pro

ctg

Leu

gga
Gly

385

agc

tce

Ser

cac

His

cgg

Arg

ggc
Gly
370

cga

Arg

aag

40

ctg gad

Leu Asp

agc gac
Ser Asp
340

cac gag
His Glu
355

gaa atg

Glu Met

gtg tac

Val Tyr

acc agc

att

Ile

gca
Ala
325

acce

Thr

gac

Asp

agce

Ser

cct

Pro

gtg

get geg
Ala Ala
310

gtg gec

Val Ala

ttc gee

Phe Ala

atg acc

Met Thr_

cag.ccc
Gln Pro
375

gtg tct
Val Ser

390

acc ctc

atg

Met

cag

Gln

agt

Ser

ctg
Leu

360

aca

Thr

gtg

Val

tce

965

1013

1061

1109

1157

1205

1253
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Pro Tyr Ser Ser

ctt

Leu

tcc

- 395

gtc
Val
410

ace

até cce

Met Pro

ctg gac

Ser Thr Leu Asp

425
tta

Leu

tct

Ser

g8C

Gly

‘cge

Arg

acc

Thr

gac

Asp

Bag

Glu

cte
Leu

490

ctg cag

Leu Gln

gga BgcC
Gly Gly

460

gac ggt
Asp Gly
475

tgg agc

Trp Ser

Ala

tcc

Ser

gaa

Glu-

tcc

Ser

445

ctc

Leu

cgt

Arg

gtg
Val

Gln

cag

Gln

gee
Ala
430

acc

Thr

ttc

Phe

gtt

Val

gac

Asp

Ser

ggc

Gly

415

acc

Thr

aac

Asn

cge

Arg

Bag

Glu

cat
His

495
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Thr Ser Lys Thr Ser Val

400

cag

Gln

ccc

Pro

acg

Thr

tce

Ser

cce
Pro

480

ggc

Gly

atg gtc aac

Met Val Asn

acc ctc acc

Thr Leu Thr

435

cac acg cag
His Thr Gln

450

cgg ccc gcc
Arg Pro Ala

465
tat gtg gac

Tyr Val Asp

gag cag agc

Glu Gln Ser

:4:44
Gly
420

aac

Asn

agc

Ser

cac

His

ttt

Phe

gtg
Val

500

41

405

gct

Ala

caa

Gln

agc

Ser

tcg

Ser

gct
Ala

485

gtg

Thr

cac

His

age

Ser

agce

Ser

ctc
Leu

470

gag

Glu

aca

Leu Ser

agt gct

Ser Ala

ceg ace
Pro Thr
440

tcc age
Ser Ser
455

ccg cct

Pro Pro

ttt tac

Phe Tyr

gca ccg

Val Thr Ala Pro

1301

1349

1397

1445

1493

1541
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tagggcagcc ggaggaatg

<210>4

<211> 504

<212> PRT

<213> Homo sapiens

<400> 4

1560

Met Ala Ala Gln Arg Arg Ser Leu Leu Gln Ser Glu Gln Gln Pro Ser

5

10 15

Trp Thr Asp Asp Leu Pro Leu Cys His Leu Ser Gly Val Gly Ser Ala

20

Ser Asn Arg Ser Tyr Ser Ala
35

Pro Glu Asp Ser Trp Leu Lys
50 : 55

Tyr Gly Yal Phe Asn Gly Tyr

65 - 70

25 30

Asp Gly Lys Gly Thr Glu Ser His Pro-

40

45

Phe Arg Ser Glu Asn Asn Cys Phe- Leu

60

Asp Gly Asn Arg Val Thr Asn Phe Val

42

75 80
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Ala Gln.Arg Leu Ser Ala Glu Leu Leu Leu Gly Glﬂ Leu Asn Ala Glu

His Ala

- Val Glu

Ala Ser

130

Pro Pro

145

Glu Ile

Lys Leu

Ser Thr

Thr Glu
210

Glu

Arg

115

Leu

Gln

Ser

Tyr

Val

195

Asn

85 - 90

-Ala Asp Val Arg Arg Val Leu Leu GIn Ala

100 105

Ser Phe Leu Glu Ser Ile Asp Asp Ala Leu

120 125

Gln Ser Gln Leu Pro Glu Gly Val Pro Gln
135 - 140

Tyr Gln Lys Ile Leu Glu Arg Leu Lys Thr

150 155

Gly Gly Ala Met Ala Val Val Ala Val Leu
165 170

Val Ala Asn Val Gly Thr Asn Arg Ala Leu
180 185

Asp Gly Leu Gln Val Thr Gln Leu Asn Val

200 205

Glu Asp Glu Leu Phe Arg Leu Ser Gln Leu
215 220

43

95

Phe Asp Val

110

Ala Glu Lys

His Gln Leu

Leu Glu Arg
160

Leu Asn Asn

175

Leu Cys Lys

190

Asp His Thr

Gly Leu Asp
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Pro Arg His

Ala Gly Lys Ile

225

Arg Arg Ile Gly

" Leu Leu Ser Ala
260

His Gly Ala Gln

275

Ser Glu Gly Leu

290

Ala Asn Gln Glu
305

Thr Ser Leu Asp

Ile His Ser Asp

340

Glu

Lys

Asp

245

Ala

Pro

Tyr

Ile

Ala

325

Th;

Asp
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Gln Val Gly Ile Ile Cys Gly Gln Glu

230

Tyr Lys

Lys Ser

Leu Asp

Lys Ala

295
Ala Ala
310
Val Ala

Phe Ala

Met Thr

Val

Lys

Gly

280

Leu

Met

Gln

Ser

Leu

235

Lys Tyr Gly Tyr Thr Asp

250

Pro Ile Ile Ala
265

Val Thr Gly Phe
Glu Ala Ala His
300

Ile Asp Thr Glu
315

Ala Val Val Asp

330

Gly Gly Glu Arg
345

Leu Val Arg Asn

44

Glu

Leu

285

Gly

Phe

Ala

Phe

Pro

270-

Val

Pro

Ala

Val

Arg

350

Gly

Ser Thr
240

Ile Asp
255

Glu Ile

Leu Met

Gly Gln

Lys Gln

320

Lys Arg

335

Phe Cys

Tyr Pro



10

15

20

25

30

35

40

45

50

55

355

"Leu Gly Glu Met Ser

370

Gly Arg Val Tyr Pro
385

_Ser Lys Thr Ser Val

405

Met Val Asn Gly Ala

420

Thr Leu Thr Asn Gln

435

His Thr Gln Ser Ser
450

Arg Pro Ala His Ser

465

Tyr Val Asp Phe Ala

485
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360

' 365

Gln Pro Thr Pro Ser Pro Ala Pro

375

Val Ser Val Pro Tyr Ser Ser Ala

390

Thr Leu

His Ser

Ser Pro

Ser Ser

455

Leu Pro

470

Glu Phe

Ser Leu Val Met Pro Ser

410

395

380

Ala Ser Thr Leu Asp Glu

425

Thr Leu Thr Leu Gln Ser

440

Ser Ser Asp Gly Gly Leu

460

445

Pro Gly Glu Asp Gly Arg

475

Tyr Arg Leu Trp Ser Val

45

490

Ala

Gln

Gln

Ala

430

Thr

Phe

Val

Asp

Ala Gly
Ser Thr
400

Gly Gln

415

Thr Pro

Asn Thr

Arg Ser

Glu Pro

480

His Gly

495
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Glu Gln Ser Val Val Thr Ala Pro
500

<210>5

<211> 34

<212>DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Artificially Synthesized Primer Sequence

<400> 5
ccggaattcc accatggagc ttcggcagtt atcc 34

<210> 6

<211> 28

<212>DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Atrtificially Synthesized Primer Sequence

<400> 6
ccggaattce tactgacaag gatactgt 28

<210>7

<211> 25

<212>DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Atrtificially Synthesized Primer Sequence

<400>7
gtacttcagc acagttttag agaac 25

<210> 8

<211>18

<212>DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Atrtificially Synthesized Primer Sequence

<400> 8
ggttgcatgc tgtgaaga 18

<210>9

<211>27

<212>DNA

<213> Atrtificial Sequence

<220>
<223> Description of Artificial Sequence: Artificially Synthesized Primer Sequence

46



10

15

20

25

30

35

40

45

50

55

EP 1 127 944 B9

<400> 9
cggaattcga gctebggcag tgtcgeg 27

<210>10

<211> 30

<212>DNA

<213> Artificial Sequence

<220>
<223> Description of Artificial Sequence: Artificially Synthesized Primer Sequence

<400> 10
aactgcaggc tactgacaag gatactgtaa 30
Claims
1. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps of:
(a) contacting a test sample with TAK1 and TAB1;
(b) detecting binding between the TAK1 and the TAB1; and
(c) selecting a compound inhibiting the binding.
2. The method of claim 1, wherein the TAK1 and/or the TAB1 is fused with a peptide.
3. The method of claim 1 or 2, wherein the TAK1 or the TAB1 is linked to a support.
4. The method of any one of claims 1 to 3, wherein a label is attached to the TAK1 or the TAB1, and wherein the
binding is detected by detecting or measuring the label.
5. The method of any one of claims 1 to 3, wherein the binding is detected by detecting or measuring the TAB1 bound
to the TAK1 with
(a) a primary antibody against TAB1 or a primary antibody against the peptide fused with the TAB1;
(b) a primary antibody against TAK1 or a primary antibody against the peptide fused with the TAK1;
(c) a primary antibody against the TAB1 or a primary antibody against the peptide fused with TAB1, and a
secondary antibody against the primary antibody; or
(d) a primary antibody against TAK1 or a primary antibody against the peptide fused with the TAK1, and a
secondary antibody against the primary antibody.
6. The method of claim 5, wherein the primary antibody or the secondary antibody is labeled with radioisotope, enzyme,
or fluorescent substance.
7. The method of claim 2, wherein the binding is detected with, as an index, change in the expression level of a reporter
gene which is activated in response to the binding.
8. The method of claim 7, wherein the reporter gene is luciferase, chloramphenicol acetyltransferase, green fluorescent
protein, or B-galactosidase.
9. Amethod for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps of:

(a
(b
(c
(d

contacting a test sample with TAK1;

adding a substrate for the TAK1, wherein said substrate for the TAK1 is MKK6 and/or MKK3;
detecting phosphorylation of said substrate by the TAK1; and

selecting a compound inhibiting said phosphorylation.

—— =

10. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps of:
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(a) contacting a test sample with TAK1 and TAB1;

(b) adding a substrate for the TAK1, wherein said substrate for the TAK1 is MKK6 and/or MKK3;
(c) detecting phosphorylation of said substrate by the TAK1; and

(d) selecting a compound inhibiting said phosphorylation.

11. The method of claims 9 or 10, wherein the TAK1 is fused with a peptide.
12. The method of any one of claims 9 to 11, wherein the TAK1 is linked to a support.
13. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps of:
(a) introducing a test sample into and/or contacting the sample with cells expressing TAK1;
(b) detecting and/or measuring a biological activity transduced through the TAK1, wherein said biological activity
is a biological activity of an inflammatory cytokine, wherein said inflammatory cytokine is selected from IL-1,
TNF, and IL-6; and
(c) selecting a compound reducing said biological activity.
14. A method for screening a compound inhibiting inflammatory cytokine production, the method comprising the steps of:
(a) introducing a test sample into and/or contacting the sample with cells expressing TAK1 and TAB1;
(b) detecting and/or measuring a biological activity transduced through the TAK1 and the TAB1, wherein said
biological activity is a biological activity of an inflammatory cytokine, wherein said inflammatory cytokine is
selected from IL-1, TNF, and IL-6; and
(c) selecting a compound reducing said biological activity.
15. The method of claim 13 or 14, wherein the biological activity is detected with, as an index, change in the expression
level of a reporter gene which is activated in response to the activity.
16. The method of claim 15, wherein the reporter gene is luciferase, chloramphenicol acetyltransferase, green fluorescent
protein, or B-galactosidase.
17. The method of any one of claims 13 to 16, wherein an inflammatory stimulus is given to cells, and wherein the
biological activity transduced through TAK1 or through TAK1 and TAB1 is detected and/or measured.
18. The method of claim 17, wherein the inflammatory stimulus is IL-1, TNF, or LPS.
19. The method of any one of claims 1 to 12, wherein the inflammatory cytokine is IL-1, TNF, IL-10, or IL-6.
Patentanspriiche
1. Verfahren zum Screenen einer Verbindung, die die Produktion von Entziindungscytokinen hemmt, wobei das Ver-
fahren die folgenden Schritte umfasst:
(a) Inkontaktbringen einer Testprobe mit TAK1 und TAB1;
(b) Nachweisen der Bindung zwischen TAK1 und TAB1; und
(c) Auswahlen einer Verbindung, die die Bindung hemmt.
2. Verfahren nach Anspruch 1, wobei TAK1 und/oder TAB1 mit einem Peptid fusioniert ist.
3. Verfahren nach Anspruch 1 oder 2, wobei TAK1 oder TAB1 an einen Trager gebunden ist.
4. Verfahren nach einem der Ansprtiche 1 bis 3, wobei eine Markierung an TAK1 oder TAB1 gebunden wird und wobei
die Bindung durch Nachweis oder Messen der Markierung nachgewiesen wird.
5. Verfahren nach einem der Anspriiche 1 bis 3, wobei die Bindung durch Nachweis oder Messen von an TAK1

gebundenem TAB1 nachgewiesen wird mithilfe
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(a) eines primaren Antikorpers gegen TAB1 oder eines primaren Antikdrpers gegen das mit TAB1 fusionierte
Peptid;

(b) eines primaren Antikérpers gegen TAK1 oder eines primaren Antikdrpers gegen das mit TAK1 fusionierte
Peptid;

(c) eines primaren Antikdrpers gegen TAB1 oder eines primaren Antikdrpers gegen das mit TAB1 fusionierte
Peptid und eines sekundaren Antikérpers gegen den primaren Antikérper; oder

(d) eines primaren Antikorpers gegen TAK1 oder eines primaren Antikdrpers gegen das mit TAK1 fusionierte
Peptid und eines sekundaren Antikdrpers gegen den priméaren Antikdrper.

Verfahren nach Anspruch 5, wobei der primare Antikdrper oder der sekundare Antikérper mit einem Radioisotop,
einem Enzym oder einem fluoreszierenden Stoff markiert ist.

Verfahren nach Anspruch 2, wobei die Bindung anhand - als Indikator - der Anderung des Expressionsspiegels
eines Reportergens nachgewiesen wird, das in Reaktion auf die Bindung aktiviert wird.

Verfahren nach Anspruch 7, wobei das Reportergen Luciferase, Chloramphenicol-Acetyltransferase, griin fluores-
zierendes Protein oder B-Galactosidase ist.

Verfahren zum Screenen einer Verbindung, die die Produktion von Entziindungscytokinen hemmt, wobei das Ver-
fahren die folgenden Schritte umfasst:

(a) Inkontaktbringen einer Testprobe mit TAK1;

(b) Hinzufligen eines Substrats fir TAK1, wobei das Substrat fiir TAK1 MKK6 und/oder MKK3 ist;
(c) Nachweisen der Phosphorylierung des Substrats durch TAK1; und

(d) Auswahlen einer Verbindung, die die Phosphorylierung hemmt.

Verfahren zum Screenen einer Verbindung, die die Produktion von Entziindungscytokinen hemmt, wobei das Ver-
fahren die folgenden Schritte umfasst:

(a) Inkontaktbringen einer Testprobe mit TAK1 und TAB1;

(b) Hinzufligen eines Substrats flir TAK1, wobei das Substrat fiir TAK1 MKK6 und/oder MKK3 ist;
(c) Nachweisen der Phosphorylierung des Substrats durch TAK1; und

(d) Auswahlen einer Verbindung, die die Phosphorylierung hemmt.

Verfahren nach Anspruch 9 oder 10, wobei TAK1 mit einem Peptid fusioniert ist.
Verfahren nach einem der Anspriiche 9 bis 11, wobei TAK1 an einen Trager gebunden ist.

Verfahren zum Screenen einer Verbindung, die die Produktion von Entziindungscytokinen hemmt, wobei das Ver-
fahren die folgenden Schritte umfasst:

(a) Einbringen einer Testprobe in und/oder Inkontaktbringen der Probe mit TAK1 exprimierenden Zellen;

(b) Nachweisen und/oder Messen einer durch TAK1 transduzierten biologischen Aktivitat, wobei die biologische
Aktivitat eine biologische Aktivitat eines Entziindungscytokins ist, wobei das Entziindungscytokin ausgewahlt
ist aus IL-1, TNF und IL-6; und

(c) Auswabhlen einer Verbindung, die die biologische Aktivitat reduziert.

Verfahren zum Screenen einer Verbindung, die die Produktion von Entziindungscytokinen hemmt, wobei das Ver-
fahren die folgenden Schritte umfasst:

(a) Einbringen einer Testprobe in und/oder Inkontaktbringen der Probe mit TAK1 und TAB1 exprimierenden
Zellen;

(b) Nachweisen und/oder Messen einer durch TAK1 und TAB1 transduzierten biologischen Aktivitat, wobei die
biologische Aktivitat eine biologische Aktivitat eines Entziindungscytokins ist, wobei das Entziindungscytokin
ausgewahlt ist aus IL-1, TNF und IL-6; und

(c) Auswahlen einer Verbindung, die die biologische Aktivitat reduziert.

Verfahren nach Anspruch 13 oder 14, wobei die biologische Aktivitat anhand - als Indikator - der Anderung des

49



10

15

20

25

30

35

40

45

50

55

16.

17.

18.

19.

EP 1 127 944 B9
Expressionsspiegels eines Reportergens nachgewiesen wird, das in Reaktion auf die Aktivitat aktiviert wird.

Verfahren nach Anspruch 15, wobei das Reportergen Luciferase, Chloramphenicol-Acetyltransferase, griin fluores-
zierendes Protein oder B-Galactosidase ist.

Verfahren nach einem der Anspriiche 13 bis 16, wobei die Zellen einen Entziindungsstimulus erhalten, und wobei
die durch TAK1 oder durch TAK1 und TAB1 transduzierte biologische Aktivitdt nachgewiesen und/oder gemessen
wird.

Verfahren nach Anspruch 17, wobei der Entziindungsstimulus IL-1, TNF oder LPS ist.

Verfahren nach einem der Anspriiche 1 bis 12, wobei das Entziindungscytokin IL-1, TNF, IL-10 oder IL-6 ist.

Revendications

1.

Procédé pour cribler un composé inhibant la production de cytokines inflammatoires, le procédé comprenant les
étapes consistant a :

(a) mettre un échantillon de test en contact avec TAK1 et TAB1 ;
(b) détecter la liaison entre la TAK1 et la TAB1 ; et
(c) sélectionner un composé inhibant la liaison.

Procédé selon la revendication 1, dans lequel la TAK1 et / ou la TAB1 sont fusionnées avec un peptide.
Procédé selon la revendication 1 ou 2, dans lequel la TAK1 ou la TAB1 est liée a un support.

Procédé selon 'une quelconque des revendications 1 a 3, dans lequel un marqueur est attaché a la TAK1 ou a la
TAB1, et dans lequel la liaison est détectée par détection ou mesure du marqueur.

Procédé selon I'une quelconque des revendications 1 a 3, dans lequel la liaison est détectée par détection ou
mesure de la TAB1 liée a la TAK1 avec

(a) un anticorps primaire dirigé contre TAB1 ou un anticorps primaire dirigé contre le peptide fusionné avec la
TAB1 ;

(b) un anticorps primaire dirigé contre TAK1 ou un anticorps primaire dirigé contre le peptide fusionné avec la
TAK1 ;

(c) un anticorps primaire dirigé contre TAB1 ou un anticorps primaire dirigé contre le peptide fusionné avec la
TAB1, et un anticorps secondaire dirigé contre I'anticorps primaire ; ou

(d) un anticorps primaire dirigé contre TAK1 ou un anticorps primaire dirigé contre le peptide fusionné avec la
TAK1, et un anticorps secondaire dirigé contre I'anticorps primaire.

Procédé selon la revendication 5, dans lequel I'anticorps primaire ou I'anticorps secondaire est marqué avec un
radio-isotope, une enzyme, ou une substance fluorescente.

Procédé selon la revendication 2, dans lequel la liaison est détectée avec, a titre d’indice, un changement du niveau
d’expression d’un gene indicateur qui est activé en réponse a la liaison.

Procédé selon la revendication 7, dans lequel le géne indicateur est le gene de la luciférase, de la chloramphénicol
aceétyltransférase, de la protéine fluorescente verte, ou de la B-galactosidase.

Procédé pour cribler un composé inhibant la production de cytokines inflammatoires, le procédé comprenant les
étapes consistant a :

mettre un échantillon de test en contact avec TAK1 ;

ajouter un substrat pour la TAK1, ledit substrat pour la TAK1 étant MKK6 et / ou MKKS3 ;
détecter la phosphorylation dudit substrat par la TAK1 ; et

sélectionner un composé inhibant ladite phosphorylation.

(a
(b
(c
(d

—— = =
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Procédé pour cribler un composé inhibant la production de cytokines inflammatoires, le procédé comprenant les
étapes consistant a :

(a) mettre un échantillon de test en contact avec TAK1 et TAB1 ;

(b) ajouter un substrat pour la TAK1, ledit substrat pour la TAK1 étant MKKG6 et / ou MKKS3 ;
(c) détecter la phosphorylation dudit substrat par la TAK1 ; et

(d) sélectionner un composé inhibant ladite phosphorylation.

Procédé selon la revendication 9 ou 10, dans lequel la TAK1 est fusionnée avec un peptide.
Procédé selon 'une quelconque des revendications 9 a 11, dans lequel la TAK1 est liée a un support.

Procédé pour cribler un composé inhibant la production de cytokines inflammatoires, le procédé comprenant les
étapes consistant a :

(a) introduire un échantillon de test dans et/ ou mettre I'’échantillon en contact avec des cellules exprimant TAK1 ;
(b) détecter et / ou mesurer une activité biologique transduite par I'intermédiaire de la TAK1, ou ladite activité
biologique est une activité biologique d’'une cytokine inflammatoire, ou ladite cytokine inflammatoire est choisie
parmi IL-1, TNF et IL-6 ; et

(c) sélectionner un composé réduisant ladite activité biologique.

Procédé pour cribler un composé inhibant la production de cytokines inflammatoires, le procédé comprenant les
étapes consistant a :

(a) introduire un échantillon de test dans et / ou mettre I'échantillon en contact avec des cellules exprimant
TAK1 et TAB1 ;

(b) détecter et / ou mesurer une activité biologique transduite par I'intermédiaire de la TAK1 et de la TAB1, ou
ladite activité biologique est une activité biologique d’une cytokine inflammatoire, ou ladite cytokine inflammatoire
est choisie parmi IL-1, TNF et IL-6 ; et

(c) sélectionner un composé réduisant ladite activité biologique.

Procédé selon la revendication 13 ou 14, dans lequel I'activité biologique est détectée avec, a titre d’'indice, un
changement du niveau d’expression d’un géne indicateur qui est activé en réponse a l'activité.

Procédé selon la revendication 15, dans lequel le géne indicateur est le géne de la luciférase, de la chloramphénicol
acétyltransférase, de la protéine fluorescente verte, ou de la B-galactosidase.

Procédé selon I'une quelconque des revendications 13 a 16, dans lequel un stimulus inflammatoire est appliqué a
des cellules, et dans lequel I'activité biologique transduite par I'intermédiaire de TAK1 ou par l'intermédiaire de TAK1
et TAB1 est détectée et / ou mesurée.

Procédé selon la revendication 17, dans lequel le stimulus inflammatoire est IL-1, TNF, ou LPS.

Procédé selon I'une quelconque des revendications 1 a 12, dans lequel la cytokine inflammatoire est IL-1, TNF, IL-
10, ou IL-6.
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Figure 1
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Figure 2
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Figure 3
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Figure 4
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Figure 5
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Figure 6
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Figure 7
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