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(54) Method for obtaining information regarding quantity of DNA after non-methylated cytosine 
converting treatment in analysis of DNA methylation

(57) The present invention provides an easy and ac-
curate method for obtaining information regarding a
quantity of DNA included in a sample used for analyzing
a methylation of a target DNA, comprising steps of: treat-
ing a biological sample containing DNA including the tar-
get DNA with a non-methylated cytosine converting

agent for converting non-methylated cytosine of the DNA
into another base; and obtaining information regarding a
quantity of DNA included in the sample treated in the
treating step by using an oligonucleotide complementary
to a cytosine-free region of the target DNA.
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