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(57) The present application discloses a method and
device for determining a degree of gene association.
Through determining record data of target association
record(s) of a disease description entry and a plurality of
genes in each preset association database, inputting the
record data into a preset entry-gene association matrix,
and determining an association score of the disease de-
scription entry with respective to each of the plurality of
genes in the preset association database, the degrees
of association between the disease description entry and
the plurality of genes can be rapidly obtained.
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